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THURSDAY POSTERS 
INSTRUMENTATION – NEW CONCEPTS 2, 003 - 022 
ThP 003 Detection and Analysis of Nitrogen-Containing 
Pesticide Residues in Food and the Environment by 
Surface-Ionization Methods; Usman Khasanov1;
Dilshodbek Usmanov1; Saida Iskhakova1; Utkur 
Rasulev1; Steven Lehotay2; Aviv Amirav3; 1Arifov
Institute of Electronics, Tashkent, Uzbekistan; 2Eastern
Regional Research Center, Wyndmoor, PA; 3Tel Aviv 
University, Tel Aviv, Israel
ThP 004 Optimization of a Penning Ionization Source on a 
FT-ICR Instrument for Identification of Chemical 
Warfare Agents; Clotilde Le Vot 1; Carlos Afonso1;
Claude G. Beaugrand2; Jean-Claude Tabet1; 1University
Paris 6, Paris, France; 2Abionix Sarl, Talence, France
ThP 005 A New Liquid-Type Cluster-Ion-Beam Source for 
Secondary Ion Mass Spectrometry using an 
Electrospray Ionization Technique; Yukio Fujiwara;
Kouji Watanabe; Hidehiko Nonaka; Naoaki Saito; 
Toshiyuki Fujimoto; Akira Kurokawa; Shingo Ichimura; 
National Institute of Advanced Industrial Science, 
Tsukuba, Japan
ThP 006 Design of a Progressively Spaced Stacked Ring Ion 
Guide for Improved Ion Transmission at High 
Pressure; Eloy R. Wouters; Maurizio Splendore; 
Michael W. Senko; John E. P. Syka; Jean-Jacques 
Dunyach; Thermo Fisher Scientific, San Jose, CA
ThP 007 High Throughput Preparative Mass Spectrometry 
with Continuous Mass Selective Waveform Isolation;
Qingyu Song; Scott A. Smith; Michael Volny; Zheng 
Ouyang; R. Graham Cooks; Purdue University, West 
Lafayette, IN
ThP 008 DRILL: Atmopsheric Pressure Confining/Focusing 
Vortex Flow Structure and Method of 
Generating/Transmitting Dry Ions from Ion Source 
to Mass Analyzer; Andrei Fedorov1; Amod Jain2;
1Georgia Institute of Technology, Atlanta, GA; 2Indian
Institute of Technology, Kharagpur, India
ThP 009 Development of Novel Mass Spectrometer Equipped 
with ECRIS; Masanori Kidera1; Masayoshi Toda2;
Shuichi Enomoto1; Kazuya Takahashi1; 1RIKEN, Wako-
shi, Japan; 2Tokyo University of Marine Science and 
Technology, Tokyo, Japan
ThP 010 Structural and Quantitative Determination of 
Soft/Reactively Landed Nucleobases and Nucleosides 
on Silver Surfaces using Surface-Enhanced Raman 
Scattering and Mass Spectrometry; Karl E. Jackson 1;
Michael Volny2; Matthew Diener1; Tim Elam1; Frantisek 
Turecek1; 1University of Washington, Seattle , WA; 
2Purdue University, West Lafayette, Indiana
ThP 011 Fabrication and Characterization of a Lateral, 
Microfabricated Carbon Nanotube Ionization Source 
for a Miniaturized Mass Spectrometer; Charles Parker 
1; Srividya Natarajan1; Jeffrey Glass1; Kristin Gilchrist2;
Jeffrey Piascik2; Brian R. Stoner2; 1Duke University, 
Durham, NC; 2Rti, International, Research Triangle 
Park, NC
ThP 012 A Zero Dead Time Microfluidic System for Pre-
Steady-State Kinetics by DIOS-TOF MS; Kevin P 
Nichols; Han JGE Gardeniers; MESA+ Institute for 
Nanotechnology, Enschede, Netherlands
ThP 013 From Atmosphere to Vacuum:  New Approaches to 
Transporting Ions in Mass Spectrometry; Lisa 
Cousins1; Gholamreza Javahery1; Heather Gamble1;
Serguei Savtchenko1; Nasser Ashgriz2; 1Ionics Mass 
Spectrometry Group, Inc., Toronto, Canada; 2University
of Toronto, Toronto, Canada
ThP 014 Preparation of Novel Catalysts using Soft Landing of 
Mass-Selected Ions on Surfaces; Julia Laskin1; Peng 
Wang1; Zhibo Yang1; Omar Hadjar2; Wen-Ping Peng3;
R. Graham Cooks4; 1Pacific NW National Laboratory, 
Richland, WA; 2O.i. Analytical, Pelham, AL; 3National
Dong Hwa University, Taiwan, China; 4Purdue
University, West Lafayette, IN
ThP 015 Efficiently Transporting Ions from Viscous Flow to 
Ultra-High Vacuum with Minimal Loss; Patrick 
Roach1; Kevin Kuchta2; William Woodward1; A. 
Welford Castleman, Jr. 1; 1Penn State, University Park, 
PA; 2Extrel CMS, Pittsburgh, PA
ThP 016 Milisecond Nanoliters, Moving Matter with Electric 
Fields for MALDI & ESI using a New Integrated 
Device; Drew Sauter1; Andrew D. Sauter III1; Julie 
Harmon2; 1Nanoliter, LLC, Henderson, NV; 2University
of South Florida, Tampa, FL
ThP 017 Pulse Counting Detector with Near Simultaneous 
Detection of Negative and Positive Ions for 
Quadrupole Mass Spectrometry; Charles Jolliffe 1;
Lisa Cousins1; Heather Gamble1; Gholamreza Javahery1;
Kevin Hunter2; Peter Raffin2; Dick Stresau2; 1Ionics
Mass Spectrometry Group Inc., Toronto, ON; 2ETP 
Electron Multipliers, Division of SGE Analytic, 
Ermington, NSW, Australia
ThP 018 Effects of Materials, Space-Charge, Surface-Charge, 
and Aberrations on Performance for Miniature Mass 
Spectrometry; Guido F. Verbeck; Richard C. Maxwell; 
David Birdwell; University of North Texas, Denton, TX
ThP 019 Laser Desorption/Ionization Mass Spectrometry on 
Porous Silica and Alumina for Peptide Mass 
Fingerprinting; Christine Enjalbal; Jean Martinez; 
Nawar Shenar; University Montpellier 2, Montpellier, 
France
ThP 020 Characterization of Soft-Landed (0.1 – 1.0 eV) 
Nanoclusters and Fullerenes on Au; Stephen Davila;
David Birdwell; Guido F. Verbeck; University of North 
Texas, Denton , TX
ThP 021 Reducing System Carry over with Novel Surface 
Coatings; Peter Kovarik1; Thomas Covey1; Dan L. 
Bantz2; 1MDS Sciex, Concord, Canada; 2Parker Life 
Sciences, Hollis, NH
INSTRUMENTATION: QUADRUPOLES AND TRAPS 2,  
022 - 040 
ThP 022 Fragmentation of Singly Charged Peptide Ions via 
Interaction with Metastable Helium Atoms; Vadym 
Berkout; MassTech, Inc., Columbia, MD
ThP 023 Simultaneous Detection of a Wide Mass Range of 
Product Ion Including Immonium Ions in MS-MS 
using MALDI-DIT MS; Sadanori Sekiya1; Shinichi 
Iwamoto1; Li Ding2; Ikuo Konishi3; Koichi Tanaka1;
1Shimadzu Corporation, Kyoto, Japan; 2Shimadzu
Research Lab (Shanghai), Shanghai, China; 3Shimadzu
Research Laboratory Ltd, Manchester, UK
ThP 024 Method for Improved Accuracy with Simion for 
Devices Having Curved Electrode Surfaces; David G. 
Welkie; Analytica of Branford, Branford, CT
ThP 025 Top-Down Protein Analysis with Ion-Ion Reactions 
on a Home-Built Linear Ion Trap Mass 
Spectrometer; Matthew Soyk1; Qin Zhao1; Gregg 
Schieffer1; R. Sam Houk1; Ethan R. Badman2; 1Iowa
State University, Ames, IA; 2Hoffmann-La Roche Inc., 
Nutley, NJ
ThP 026 Circular Array of Miniature Rectilinear Ion Traps;
Scott A. Smith; Miriam Fico; Jeffrey D. Maas; William 
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J. Chappell; R. Graham Cooks; Purdue University, West 
Lafayette,
ThP 027 Quantitative Analysis of Biomolecules in the 
Quadrupole Ion Trap via Pulsed Q DCID; Unige 
Laskay; Shannon L. Cook; Glen P. Jackson; Ohio
University, Athens, OH
ThP 028 A New Method for Digitally Producing Waveforms 
and its Use in Digital Ion Trap Mass Spectrometry;
Hideya Koizumi; Bruce Jatko; William H Andrews Jr; 
William B Whitten; Peter TA Reilly; Oak Ridge 
National Laboratory, Oak Ridge, TN
ThP 029 Pulsed Q DCID – A Faster, More Energetic 
Fragmentation Method for Analysis of Peptide 
Mixtures; Shannon L. Cook; Unige Laskay; Glen P. 
Jackson; Ohio University, Athens, OH
ThP 030 Planar Electrode Array Ion Traps Including a 
Unique Coaxial Geometry; Edgar D. Lee1; Samuel E. 
Tolley1; Aarron R. Hawkins2; Daniel E. Austin2; Brett J. 
Hansen2; Milton L. Lee2; Doug L. Later3; 1Torion
Technologies, American Fork, UT; 2Brigham Young 
University, Provo, UT; 3Torion Technologies Inc., 
American Fork, UT
ThP 031 High Precursor Ion Isolation in a Pure Quadrupole 
Field; Roger Giles; Kamlesh Jain; Ikuo Konishi; SRL,
Manchester, UK
ThP 032 Ion Trap Triple Resonant Ejection: Relationships 
between Supplemental Waveform Phase / Amplitude 
and Effective Trap Capacity; Ken Newton; August 
Specht; Varian Inc., Walnut Creek, CA
ThP 033 Novel Calibrant Injection Method with High-
Vacuum MALDI Digital Ion Trap Mass 
Spectrometer; Shinichi Iwamoto1; Hidenori Takahashi1;
Kei Kodera1; Sadanori Sekiya1; Ikuo Konishi2; Li Ding3;
Koichi Tanaka1; 1Shimadzu Corporation, Kyoto, Japan; 
2Shimadzu Research Laboratory Ltd, Manchester, UK; 
3Shimadzu Research Lab (Shanghai), Shanghai, China
ThP 034 Fragmentation Efficiencies of Six Different Linear 
Quadrupole Ion Traps with Added Hexapole Fields;
Ori Granot; D. J. Douglas; University of British 
Columbia, Vancouver, BC
ThP 035 Ion Oscillation Frequency Shifts in Linear Radio 
Frequency Quadrupole Ion Traps with Added 
Hexapole Fields; Xianzhen Zhao; D. J. Douglas; Dept. 
of Chemistry, Univ. of British Columbia, Vancouver, 
Canada
ThP 036 Development and Characterization of Laser Induced 
Fluorescence Spectroscopy Coupled with Ion Trap 
Mass Spectrometry; Qunzhou Bian; Francis O. Talbot; 
Matthew  Forbes; Rebecca  Jockusch; University of 
Toronto, Toronto, Canada
ThP 037 An Ion Guide Study: Quadrupoles, Rectilinear 
Quadrupoles, Hexapoles, and Octopoles; Christopher 
R. Taormina; Edward Nicolette; Ted Theodore Novak; 
Randall E. Pedder; Ardara Technologies L.P., Ardara, 
PA
ThP 038 Extending the Mass Range of Collision Activation 
Dissociation in a Low Pressure Linear Quadrupole 
Ion Trap; Michael Guna 1; Yves G. Leblanc2; 1Mds
Sciex, Concord, ON; 2Mds Analytical Technologies, 
Concord, On, ON
ThP 039 Curved Multipole Ion Guides, A Computational 
Study and Experimental Validation; Felician 
Muntean1; Urs Steiner2; 1Varian Inc., Walnut Creek, CA; 
2Varian, Santa Clara, CA
ThP 040 Development of a Low Power Ion Trap Mass 
Spectrometer for the Analysis of Organics on Mars;
Theresa Evans-Nguyen3; Robert J. Cotter3; Vladimir M. 
Doroshenko2; Becker Luann1; 1Johns Hopkins 
University;, Baltimore, MD; 2Masstech, Inc., Columbia, 
MD; 3Middle Atlantic Ms Laboratory, Baltimore, MD
ION MOBILITY APPLICATIONS, 041 - 068 
ThP 041 Evaluation of an APCI-FAIMS-MS Method for the 
Detection of the Pyrethoids, Bifenthrin and 
Permethrin; Erick Molina1; Ulrich R. Bernier2; Brian P. 
Quinn2; Richard A. Yost1; 1University of Florida, 
Gainesville, FL; 2USDA-ARS-CMAVE, Gainesville, FL
ThP 042 Ion Mobility of Serine Octamer Clusters using Tri-
wave High-Definition Mass Spectrometry; Gustavo 
Henrique M Ferreira Souza1; Diana Uria2; Marcos N. 
Eberlin3; 1ThoMSon MS Lab. UNICAMP / Waters Brazil, 
MS Lab., Campinas - Sao Paulo, Brazil; 2Waters 
Corporation, Manchester, UK; 3ThoMSon Mass 
Spectrometry Lab. - UNICAMP, Campinas, Brazil
ThP 043 Comprehensive Profiling of N-Linked Serum Glycans 
by IMS-MS for Diagnosis of Disease States; Dragan 
Isailovic1; Sarah T. Stokes1; Manolo D. Plasencia1;
Ruwan Kurulugama1; Zuzana Kyselova2; Radoslav 
Goldman3; Yehia Mechref1; Milos Novotny1; David E. 
Clemmer1; 1Indiana University, Bloomington, , IN; 2IU
Chemistry Dept, Bloomington, IN; 3Georgetown
University Medical Center, Washington, DC
ThP 044 Distinguishing Isomers in N-Linked Glycan Profiles 
using Multidimensional Ion Mobility-Mass 
Spectrometry; Manolo D. Plasencia; Dragan Isailovic; 
Sarah T. Stokes; David E. Clemmer; Indiana University, 
Bloomington, IN
ThP 045 Structure of Protein Aggregates in the Gas-Phase 
using MALDI-IM-MS; Ryan Blase; Francisco Alberto 
Fernandez Lima; Christopher Becker; Lisa M. Perez; 
David H. Russell; Texas A&M University, College 
Station, TX
ThP 046 Interactions of Metals Species with Proteins and 
DNA: Investigated using nanoElectrospray Ion 
Mobility Spectrometry with Inductively Coupled 
Plasma Mass Spectrometry; Chiara Carazzone;
Efthymios Kapellios; Katerina Kanaki; SPIROS 
PERGANTIS; University of Crete, Heraklion, Greece
ThP 047 Coupling AFFF/MALS or SEC/MALS to Ion 
Mobility Spectrometry for Analysis of Antibodies, 
Fragments, Aggregates, Non-Covalent Complexes 
and Protein Conjugates; Bruce A. Andrien; Christine 
A. Nowak; Adam W. Lucka; Alexion Pharmaceuticals, 
Chesire, CT
ThP 048 Analysis of Lymph Metabolome from Dietary 
Stressed Rats by Electrospray Ionization-Ion 
Mobility/Mass Spectrometry; Kimberly Kaplan1;
Prabha Dwivedi1; Min Xu2; Sean Davidson2; Patrick 
Tso2; Bill Siems1; Herbert H Hill1; 1Washington State 
University, Pullman, WA; 2University of Cincinnati, 
Cincinnati, OH
ThP 049 Shape Selective Studies of Cationised Gas Phase 
Structures of Glucose Polymers using Travelling 
Wave-Based Ion Mobility Mass Spectrometry;
Richard Holland; Konstantinos Thalassinos; James 
Scrivens; University of Warwick, Coventry, UK
ThP 050 Evaluating Phosphopeptide Separation from a 
Tryptic Digest using High-Field Asymmetric-
Waveform Ion Mobility Spectrometry (FAIMS);
Jennifer Bryant; Richard A. Yost; University of Florida, 
Gainesville, FL
ThP 051 Improved Characterisation of Phosphorylated 
Peptides utilising Travelling Wave-Based and Drift 
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Cell Ion Mobility Mass Spectrometry with Molecular 
Modelling Studies; Konstantinos Thalassinos1; Gillian 
R. Hilton1; Susan E. Slade1; Megan Grabenauer2;
Michael T. Bowers2; James Scrivens1; 1University of 
Warwick, Coventry, UK; 2UC Santa Barbara, Santa 
Barbara, CA
ThP 052 The Amazing Stability and Intensity of Noncovalent 
Complexes as Demonstrated by Ion Mobility Mass 
Spectrometry; Amina S. Woods1; Shelley N Jackson2;
J. Albert Schultz3; Thomas Egan4; 1NIDA IRP, NIH, 
Baltimore, MD; 2Nida-irp, Nih, Baltimore, MD; 
3Ionwerks, Inc., Houston, TX; 4Ionwerks Inc, Houston, 
TX
ThP 053 Ion-Mobility to Measure the Length Distribution of 
Aerosol Nanowires: Experiment and Theory; Soo 
Kim; George Mulholland; Michael R. Zachariah; Univ. 
of Maryland & NIST, College Park, MD
ThP 054 Ion Mobility Shift Reagents for Identification of 
Primary Amines; Thomas J. Kerr; John A. Mclean; 
Vanderbilt University, Nashville, TN
ThP 055 Ion Mobility Shift Strategies for Structural 
Characterization of Carbohydrates; Larissa S Fenn;
John A. McLean; Vanderbilt University, Nashville, TN
ThP 056 Gas-Phase Conformation of Gramicidin A Ions:  An 
Ion Mobility Mass Spectrometry/Gas-Phase H/D 
Isotope Exchange Study; Kent J. Gillig; Chris Becker; 
Liuxi Chen; Lei Tao; Francisco Alberto Fernandez 
Lima; David H. Russell; Texas A&M University, College 
Station, TX
ThP 057 Structure and Energetics of Beta-Sheet Peptide Self-
Assembly Studied by nano-Electrospray Ionisation 
Mass Spectrometry and Travelling-Wave Ion 
Mobility Spectrometry; Tom W Knapman; Amalia 
Aggeli; Sarah A Harris; Alison E. Ashcroft; University
of Leeds, Leeds, UK
ThP 058 Analysis of Proteins from Red Blood Cells by Ion 
Mobility Spectrometry-Mass Spectrometry (IMS-
MS); Sunyoung Lee; Dragan Isailovic; David E. 
Clemmer; Indiana University, Bloomington, IN
ThP 059 Detection of Oligonucleotide Gas-Phase Conformers 
by Combined H/D Exchange and Ion Mobility;
Dorothée Balbeur1; Joëlle Widart1; Bernard Leyh2;
Laetitia Cravello3; Edwin De Pauw1; 1LSM at the ULg, 
Liège, Belgium; 2Molecular Dynamics Laboratory, 
Liège, Belgium; 3Waters Corporation, Manchester, UK
ThP 060 Effect of Site Specific Post-Translational 
Modification and Amino Acid Residue Position on 
the Ion Mobility of Peptides; Prabha Dwivedi; Herbert 
H Hill; Washington State University, Pullman, WA
ThP 061 Characterization of Anhydrous Oligonucleotides by 
Ion Mobility Mas Spectrometry; Ablatt Mahsut;
Sophie Zhao; John A. Mclean; Vanderbilt University, 
Nashville, TN
ThP 062 Structural Characteristics of the Alzheimer’s Disease 
Amyloid Beta Protein; Megan M. Murray1; Summer L. 
Bernstein1; Mary Krone1; Margaret M. Condron2;
Thomas Wyttenbach1; David B. Teplow2; Joan-Emma 
Shea1; Michael T. Bowers1; 1University of California, 
Santa Barbara, Santa Barbara, CA; 2University of 
California, Los Angeles, Los Angeles, CA
ThP 063 Using Ion Mobility to Probe the Influence of Side-
Chain Interactions on the Gas-Phase Structure of 
Peptides; Zhaoxiang Wu; Lei Tao; David H. Russell; 
TAMU, College Station, TX
ThP 064 Native ESI Studies of Multimeric Metalloproteins 
using Ion Mobility Mass Spectrometry; Peter A Faull1;
Perdita E Barran1; Kathrin Breuker2; Karoliina 
Korkeila1; Andrew Gray1; Bryan J McCullugh3; 1The 
University of Edinburgh, Edinburgh, UK; 2University of 
Innsbruck, Innsbruck, Austria; 3University of 
Manchester, Manchester, UK
ThP 065 Ion Mobility Mass Spectrometry of the Products of 
Oligomerisation of Activated Nucleotides with 
Montmorillonite; Michael F Aldersley1; James P 
Ferris1; Prakash C Joshi1; Michal Kliman2; John A. 
Mclean2; Sevugarajan Sundarapandian2; Dmitri 
Zagorevski1; 1Rensselaer Polytechnic Institute, Troy, 
NY; 2Vanderbilt University, Nashville, TN
ThP 066 Traditional Chinese Medicine Analysis by UPLC/Ion 
Mobility Mass Spectrometry; John P. Shockcor; Kate 
Yu; Jose Castro-perez; Henry Y. Shion; Waters 
Corporation, Milford, MA
ThP 067 The Use of Ion Mobility/Time-of-Flight Mass 
Spectrometry for the Study of Protein 
Conformations; Frank Sobott1; Stephen J. Watt2; Iain 
Campuzano3; 1Chemistry Department, Oxford, UK; 
2Waters Australia, Rydalmere, NSW; 3Waters, 
Manchester, UK
ThP 068 Optimization of FAIMS Source Coupled to Nanoflow 
ESI for the Detection and Quantitation of a 
Leukemia Biomarker; Susan E. Abbatiello1; Michael 
W. Belford2; Thomas P. Conrads1; 1University of 
Pittsburgh Cancer Institute, Pittsburgh, PA; 2Thermo 
Fisher Scientific, San Jose, CA
INSTRUMENTATION:  ION SOURCES, GENERAL, 069 - 078 
ThP 069 New Atomospheric Pressure Desorption/Ionization 
Source for Mass Spectrometry; Taeman Kim; Kevin 
Dixon; Desmond Kaplan; Catherine Stacey; Melvin 
Park; Bruker Daltonics Inc., Billerica, MA
ThP 070 In situ Mass Spectrometry of Levitated Droplets 
using Charge Assisted Laser Desorption Ionization;
Kaveh Jorabchi; Michael S. Westphall; Lloyd Smith; 
University of Wisconsin-Madison, Madison, WI
ThP 071 Selected Ion Monitoring (SIM) Mode Data Collection 
using the Laser Diode Thermal Desorption (LDTD) 
Source to Increase Sensitivity; James M. Koers;
JAMES KOERS; Thermo, Indianapolis, IN
ThP 072 Determination of Rapid H/D Exchange Number of 
Solid Peptides and Proteins by Electrospray-Assisted 
Laser Desorption Ionization (ELDI) Mass 
Spectrometry; Li-Hua Lo1; Jingyueh Jeng2; Yi-Tzu 
Cho1; Jentaie Shiea1; 1National Sun Yat-Sen Univ., 
Kaohsiung, TAIWAN; 2Chia Nan University of 
Pharmacy & Science, Tainan, Taiwan
ThP 073 Studies of Ion Transmission From Atmospheric 
Pressure into Vacuum through Conductance 
Openings; Ross C. Willoughby1; Edward Sheehan2;
David Fries3; 1Chem-Space Associates, Pittsburgh, PA; 
2Chem-Space Associates, Inc., Pittsburgh, PA; 3U South 
Florida, St Petersburg, FL
ThP 074 Atmospheric Pressure Free Liquid Infrared MALDI 
Mass Spectrometry: Towards a Unified Liquid 
Chromatography ESI/MALDI MS Interface;
Erdmann Rapp1; Aleš Charvát2; Alexander Beinsen2;
Henning Urlaub2; Bernd Abel3; 1Max Planck Institute for 
Dyn. of Compl. Tech. Sys., Magdeburg, Germany; 2Max
Planck Institute for Biophysical Chemistry, Goettingen, 
Germany; 3IPC University of Goettingen, Goettingen, 
Germany
ThP 075 Laser Diode Thermal Desorption Ionization Source 
(LDTD):  Fundamental Aspects; Pierre Picard1; Patrice 
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Tremblay1; E. Real Paquin2; 1Phytronix Technologies, 
Inc., Quebec, Canada; 2Universite Laval, Quebec, QC
ThP 076 Investigating Gas Composition on Transport and 
Desolvation of High m/z Species in the First Vacuum 
Stages of a Mass Spectrometer; Iain D G Campuzano1;
Kevin Giles1; Manajit Hayer-Hartl2; 1Waters 
Corporation, Manchester, UK; 2Max Plank Institute of 
Biochemistry, Martinsried, Germany
ThP 077 Development of New Microscope MALDI-Q-FTICR-
MS; Katsutoshi Takahashi; Nat'l Institute Advan. Indus. 
Sci Tech, Tokyo, Japan
ThP 078 Reactive Electrospray-Assisted Laser Desorption 
Ionization (ELDI) for Characterization of Peptides 
and Proteins; Ivory Peng1; Rachel O. Loo1; Jentaie 
Shiea2; Joseph A. Loo1; 1UCLA, Los Angeles, CA; 
2National Sun Yat-sen Univ., Kaohsiung, Taiwan
IONIZATION MECHANISMS, 079 - 102 
ThP 079 Looking at a Supersonic Reactor: A Study of 
Reactions Occurring in the MALDI Plume; William J. 
Erb1; Kevin G. Owens2; 1Ethicon, Somerville, NJ; 
2Drexel University, Springfield, PA
ThP 080 Systematic Investigation of the Surface Morphology 
Influence on Ion Desorption/Ionization from Porous 
Silicon and its Implication in D/I Mechanism;
Yongsheng Xiao; Eric Tucker; Lin He; North Carolina 
State University, Raleigh, NC
ThP 081 A 'Hopping Proton' Model for Molecular Dynamics 
Simulations of Highly Charged Water Nanodroplets;
Elias Ahadi; Lars Konermann; Univ. of Western Ontario, 
London, Canada
ThP 082 Probing Ionization Behaviors for Isomers of 
Nitrophenol under APCI and ESI using LC-MS and 
Direction Infusion/ MS; STEPHEN CHAN; Roche
Carolina, Inc., Florence, SC
ThP 083 ESI Oxidation Artifacts Revisited: Solution Phase 
Electrochemistry or Gas Phase Radical Attack?;
Brian Boys1; Mark Kuprowski1; Lars Konermann1;
1University of Western Ontario, London, Canada
ThP 084 Behavior of Phosphorylated Peptide/Copper 
Complexes in the Gas Phase under CID and ECD 
Conditions; Françoise Fournier1; Christiane Garbay2;
Carlos Afonso1; Jean-claude Tabet1; 1Université Paris 6, 
Paris, France; 2Université Paris 5, Paris, France
ThP 085 Internal Energy Transfer in Carbon-Based Surface-
Assisted Laser Desorption / Ionization: Graphite 
versus Diamond; Ho-Wai Tang; Kwan-Ming Ng; Chi-
Ming Che; Dept of Chemistry, The University of Hong 
Kong, Pokfulam Road, Hong Kong
ThP 086 Atmospheric Pressure MALDI on a Compact FT-
ICR Mass Spectrometer; Vladimir M. Doroshenko;
Andrey N. Vilkov; MassTech Inc., Columbia, MD
ThP 087 Assessment of the Limits to Sensitivity with ESI, 
APCI, and MALDI; Bradley B. Schneider; Hassan 
Javaheri; Thomas R. Covey; MDS Sciex, Concord, 
Canada
ThP 088 Internal Energy of Preformed Ions and Peptides 
Produced by Laser Desorption/Ionization from 
Laser-Induced Silicon Microcolumn Arrays; Jessica 
A. Stolee1; Akos Vertes1; 1The George Washington 
University, Washington, DC
ThP 089 Voltage-Flow Rate Tuning of Nanoelectrospray 
Mass-Spectrometry; Willem Engel; University Leiden, 
Leiden, The Netherlands
ThP 090 4-Chloro-Į-Cyanocinnamic Acid – Rational Selection 
of a Superior MALDI Matrix; Thorsten Wolfgang 
Jaskolla; Michael Karas; JW Goethe Univ. of Frankfurt, 
Frankfurt/Main, Germany
ThP 091 The Effects of Water Content for Nanoparticulate 
Matrices on Ion Composition in LDI-TOFMS;
Katherine Stumpo; David H. Russell; Texas A&M 
University, College Station, TX
ThP 092 Redox-Free MALDI MS with a Laser using Tunable 
Mid-Infrared Generation; Yoshinao Wada 1; Michiko 
Tajiri2; Sachiko Suzuki3; 1Osaka MCHRI & Osaka 
University, Izumi, Osaka, Japan; 2JST-CREST & Osaka 
MCHRI, Izumi, Osaka, Japan; 3Graduate School of 
Engineering, Osaka University, Suita, Osaka, Japan
ThP 093 Surface Effects and Electrochemical Cell 
Capacitance in Desorption Electrospray Ionization;
Michael Volny 1; Andre Venter1; Scott A. Smith1; Marco 
Pazzi2; R. Graham Cooks1; 1Purdue University, 
Lafayette, IN; 2Universita' Di Torino, Torino, Italy
ThP 094 Generation of Highly-Charged Peptide and Protein 
Ions by Atmospheric Pressure IR MALDI Ion Trap 
Mass Spectrometry; Alexander Pirkl; Simone Koenig; 
Klaus Dreisewerd; University of Muenster, Muenster, 
Germany
ThP 095 Production of Multiply-Charged Aluminium Cluster 
Anions in a Penning Trap; Lutz Schweikhard; Franklin 
Martinez; Gerrit Marx; Noelle Walsh; University of 
Greifswald, Greifswald, Germany
ThP 096 Study on the Influence of Laser Fluence and Spot 
Size on the Ion Desorption of MALDI; Hui Qiao;
Victor Spicer; Kenneth Standing; Werner Ens; 
University of Manitoba, Winnipeg, Canada
ThP 097 Field-Free Atmospheric Ionization: Electrospray and 
Atmospheric Pressure Chemical Ionization; Edward 
Sheehan1; Ross C. Willoughby1; Robert Classon2; Daniel 
Dodgen2; 1Chem-Space Associates, Inc., Pittsburgh, PA; 
2Shimadzu Scientific Instruments, Columbia, MD
ThP 098 Protein Analysis from Polyacrylamide Gel using 
Mid-Infrared Nanosecond Pulsed Laser; Sachiko 
Suzuki; Tamami Fujita; Kunio Awazu; Osaka
University, Osaka, Japan
ThP 099 Resonance Electron Capture by Small Peptides; Yury 
V Vasil'ev; Valery G Voinov; Douglas F. Barofsky; Max 
L. Deinzer; Oregon State University, Corvallis, OR
ThP 100 Computational Model of Droplet Ejection in 
Desorption Electrospray Ionization; Anthony B. 
Costa; R. Graham Cooks; Purdue University, West 
Lafayette, IN
ThP 101 SMALDI-MS: Characterization of Laser Optical 
Parameters; Sabine Günther; Klaus-Peter Hinz; Martin 
Köstler; Oliver Schulz; Bernhard Spengler; University of 
Giessen, Giessen, Germany
ThP 102 Post-Ionization Characteristics by a Femto-Second 
Laser Combined with TOF-SIMS; Ryo Mibuka1;
Ryotaro Todokoro2; Safwat Hassaballa1; Kousuke 
Kumondai2; Morio Ishihara2; Hisayoshi Yurimoto3;
Kiichiro Uchino1; 1Kyushu Univ., Fukuoka, Japan; 
2Osaka Univ., Toyonaka, Japan; 3Hokkaido Univ., 
Sapporo, Japan
ION STRUCTURES/ENERGETICS 2, 103 - 115 
ThP 103 Site-Specific Double-Hydrogen Transfer during CID 
Fragmentation of O-Alkyl Ethers of Ortho-
Hydroxybenzoic Acids; Athula B. Attygalle; Jason B. 
Bialecki; Upul Nishshanka; Carl S. Weisbecker; Josef 
Ruzicka; Stevens Institute of Technology, Hoboken, NJ
ThP 104 Gas Phase Chiral Recognition in Cucurbituril 
Cavities; Nannan Fang; David V. Dearden; Brigham
Young University, Provo, UT
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ThP 105 Strategies to Investigate Fuel Cell Catalysts and 
Labile Inorganic Complexes in the Gas Phase;
Bridgette J. Duncombe; Marianne Ogunoshun; Kathryn 
Wills; Jason B. Love; University of Edinburgh, 
Edinburgh, UK
ThP 106 Gas Phase Studies of Binding to Chiral Catalysts;
Guoping Wang; Kelly A. Hay; Scott Gronert; Virginia
Commonwealth University, Richmond, VA
ThP 107 Triuret (Carbonyldiurea) as a Potent Hypokalemic 
Agent: Structure Characterization of Triuret-Alkali 
Metal Adducts by Means of Mass Spectrometric 
Techniques; Sergiu P. Palii; Cesar S. Contreras; Nicolas 
C. Polfer; John R. Eyler; University of Florida, 
Gainesville, FL
ThP 108 Computational Modeling of the H/D Exchange 
Behavior of Asparagine and its O-Methyl Ester;
Brooklynd Saar1; Elise Dennis1; Brittany R. Perkins2;
John Poutsma1; Vicki H. Wysocki2; 1College of William 
& Mary, Williamsburg, VA; 2University of Arizona, 
Tucson, AZ
ThP 109 Ruthenium and Enzyme Catalyzed Dynamic Kinetic 
Resolution of Secondary Alcohols. An ESI-MS-MS 
Mechanistic Study; Humberto Márcio Santos Milagre;
Boniek Gontijo Vaz; Marcos N Eberlin; Thomson Lab 
Unicamp, Campinas, Sp, Brazil
ThP 110 Selective Supramolecular Nanoboxes:  Trapping of 
Small Molecules by Cucurbit[5]uril and 
Decamethylcucurbit[5]uril Characterized in the Gas 
Phase using FTICR/MS; Jacob Voelkel; Jamie Olsen; 
Mckay Allred; Chadin Dejsupa; David V. Dearden;
Brigham Young University, Provo, UT
ThP 111 Comparison of the Proton Affinities of Peptides 
Containing Lysine and (L)-2,3-Diaminopropionic
Acid; Robert Harper; Jianhua Ren; University of the 
Pacific, Stockton, CA
ThP 112 Gas-Phase H/D Exchange of Deprotonated Glycine 
Oligomers (Gly)n (n=1-6); Zhixin Tian; Steven R. 
Kass; University of Minnesota, Minneapolis, MN
ThP 113 Double Hydrogen Transfer on Unimolecular 
Dissociation for 1-Methyl-3-(ȧ;-phenylalkanoyl)
Hydantoin Derivatives including Deuterium Labeled 
Ones using a Four Sector Tandem Mass 
Spectrometer; Hiroshi Yamaoka1; Nahoko Hirakawa1;
Kyoko Okada1; Kimio Isa2; Hiroki Kinoshita2; Tetsuya 
Maekawa2; Yoshio Takai3; Nico M.M. Nibbering4;
1Osaka Prefecture University, Sakai, Osaka, Japan; 
2University of Fukui, Fukui, Japan; 3Osaka University, 
Osaka, Japan; 4Vrije Universiteit, Amsterdam, The 
Netherlands
ThP 114 Mass Spectrometric and Theoretical Study of 
Bonding in Iodine Fluorides IFn- ( n =2,4,6,8); Lee 
Scott Sunderlin1; Calvin Gibson1; Thomas M. Gilbert1;
Changtong Hao2; 1Northern Illinois University, DeKalb, 
IL; 2York University, Toronto, ON
ThP 115 ESI-FTICR Mass Spectrometry and DFT Quantum 
Calculations of Ionized Aggregates of [Fe(CN) 5
(NO)] 2- With Bu4N+ And Na+; Gary D. Willett1;
Stephen B Colbran1; Philip A Dean3; Keith J Fisher2;
Ivan F Taylor1; 1University of New South Wales, Sydney, 
Australia; 2University of Sydney, Sydney, Australia; 
3University of Western Ontario, London, Canada
ION MOLECULE REACTIONS 2, 116 - 129 
ThP 116 Gas Phase Ion Chemistry Relevant to the Interstellar 
Medium; Oscar Martinez Jr; Nicholas B. Betts; 
Stephanie M. Villano; Nicole Eyet; Theodore P. Snow; 
Veronica M. Bierbaum; University of Colorado, 
Boulder, Colorado
ThP 117 Unprecedented Ion-Molecule Reactions of the 
Sodium Adduct of Benzenedicarboxylates in the 
Collision Cell of Tandem in Space Mass 
Spectrometers; Changching Chan1; Mark S. Bolgar1;
Athula B. Attygalle2; 1Bristol-Myers Squibb Co., New 
Brunswick, NJ; 2Stevens Institute of Technology, 
Hoboken, NJ
ThP 118 Reactivity of a ı,ı-Biradical, the 4,5-
Didehydroisoquinolinium Ion, and Related 
Monoradicals Toward Amino Acids and Dipeptides;
Enada F Archibold1; Nelson Vinueza1; Sen Li1; Hilkka 
Kenttamaa2; 1Purdue University, West Lafayette , IN; 
2Chemistry Department, West Lafayette, IN
ThP 119 Cyanodiacetylene in Interstellar Clouds and the 
Atmosphere of Titan; Samuel J Edwards; Colin G 
Freeman; Murray J McEwan; University of Canterbury, 
Christchurch, New Zealand
ThP 120 Gas-Phase Reactivity of Aromatic s,s-Biradicals 
toward Trinucleoside Diphosphates in an FT-ICR 
Mass Spectrometer; Zhicheng Jin; John Nash; Nishi 
Rochell; Hilkka Kenttämaa; Purdue University, West 
Lafayette, IN
ThP 121 Gas Phase Ion-Molecule Reactions of N,O-
Bis(trimethylsilil) Acetamide with Different Peptides 
in the Quadrupole Ion Trap Mass Spectrometer;
Yuriy Pyatkivskyy1; Victor Ryzhov1; 1Northern Illinois 
University, DeKalb, IL
ThP 122 Structure, Bonding and Reactions within Protonated 
Acetone-Methanol Cluster Ions; Chitung Chiang;
Brian D. Cunningham; Kristin M. Butterworth; Marek 
Freindorf; Robert L. DeLeon; Thomas Furlani; James F. 
Garvey; University at Buffalo, Buffalo, New York
ThP 123 Distinction of Cyclic, Acyclic, Exocyclic and Spiro 
Exocyclic Acetals via Structurally Diagnostic 
Ion/Molecule Reactions with the (CH3) 2N-C=O+
Acylium Ion; Mario Benassi Neto 1; Marcos N Eberlin1;
1ThoMSon Lab - UNICAMP, Campinas, Brazil
ThP 124 Comparison of MS-MS Methods to Differentiate 
C4H6O Isomers; Karen S. Wendling; Gary L. Glish; 
University of North Carolina, Chapel Hill, NC
ThP 125 Kinetic Studies and Determination of Proton Affinity 
Differences with ESI/FT-ICR MS to Investigate the 
“Reverse Anomeric Effect” in Gas Phase; Abdullah H. 
Al-fdeilat; Behrooz Zekavat; Parag Dhake; Andrew 
Vaino; Touradj Solouki; University of Maine, Orono, 
ME
ThP 126 Topological Control of Electronic Spin States in 
TME-like Diradicals; Matthew Lenington; Paul G. 
Wenthold; Purdue University, West Lafayette, IN
ThP 127 Gas-Phase Reactivity of Carbon-Nitrogen (CN) 
Ortho-Benzynes in a Fourier Transform Ion 
Cyclotron Resonance Mass Spectrometer; Lindsey 
Kirkpatrick; Mike Yurkovich; Bartlomiej Jankiewicz; 
Hilkka Kenttamaa; John Nash; Purdue University, 
Lafayette, IN
ThP 128 Monitoring Metal Sulfide Cluster Growth in the Gas 
Phase using FT-ICR MS; Jeffrey Spraggins; Katherine 
Mullaugh; George Luther; Douglas Ridge; University of 
Delaware, Newark, DE
ThP 129 Reactivity Study on the 4,5,8-
Tridehydroisoquinolinium Ion: A ı,ı,ı-Triradical;
Nelson R. Vinueza; Bartlomiej J. Jankiewicz; John J. 
Nash; Hilkka I. Kenttämaa; Purdue University, West 
Lafayette, IN
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ANALYSIS OF PESTICIDES AND HERBICIDES, 130 - 151 
ThP 130 Analysis of Water for Pesticides at Low Parts per 
Trillion (ppt) Levels using Two Dimensional 
LCMSMS without Any Sample Pre-Treatment;
Stephen J. Lock; Applied Biosystems, Warrington, UK
ThP 131 Comparing Large Injection Volumes and Online Pre-
Concentration for the Analysis of Pesticides in 
Drinking Water; Jonathan Beck; Charles Yang; Thermo 
Fisher Scientific, San Jose, CA
ThP 132 Comprehensive Two-Dimensional Pesticide Screen 
for Water and Biological Matrices by On-Line 
Extraction LC-MS; Catherine Lafontaine; Thermo 
Fisher Scientific, Franklin, MA
ThP 133 High Resolution and High Mass Accuracy: A Perfect 
Team for Food and Feed Analysis in Complex 
Matrices; Markus Kellmann; Lester C. Taylor; Dipankar 
Ghosh; Andreas Wieghaus; Helmut Muenster; Thermo 
Fisher Scientific, Bremen, Germany
ThP 134 Electron Ionization LC-MS of Organochlorine 
Pesticides: A Novel Approach in Multiresidue 
Analysis; Pierangela Palma; Giorgio Famiglini; Helga 
Trufelli; Elisabetta Pierini; Achille Cappiello; University
of Urbino, Urbino, Italy
ThP 135 Rapid Classification of Perfumes by Neutral 
Desorption Extractive Electrospray Mass 
Spectrometry (ND-EESI-MS); Konstantin Chingin1;
Gerardo Gamez1; Huanwen Chen2; Liang Zhu1; Renato 
Zenobi1; 1ETH Zurich, Zurich, Switzerland; 2East China 
Institute of Technology, Fuzhou, China
ThP 136 Gas Chromatography/ Mass Spectrometry Analysis 
of Volatiles from Horses to Discover Candidate 
Attractants Used by Host-Seeking Mosquitoes; Ulrich 
R. Bernier 1; Brian P. Quinn1; Jerome A. Hogsette, Jr. 1;
Daniel L. Kline1; Saundra H. TenBroeck2; 1Usda-ars-
cmave, Gainesville, FL; 2University of Florida, Dept. of 
Animal Science, Gainesville, FL
ThP 137 TOF SIMS Analysis of Sulfonylurea Herbicides;
Yanci Liang1; Handong Liang2; 1Tsinghua University, 
Beijing, China; 2China University of Mining and 
Technology, Beijing, China
ThP 138 Degradation of Polychlorinated Biphenyls by a 
Dioxygenase Enzyme Complex and Surfactants;
Nathalie Agar; Justin Powlowski; Catherine Mulligan; 
David Blank; Bernard Gibbs; McGill University, 
Montreal, Canada
ThP 139 Screening and Trace Level Determination of 
Emerging Organic Contaminants in Natural and 
Waste Waters using a LTQ/Orbitrap Mass 
Spectrometer; Heinz Singer; Susanne Kern; Sebastian 
Huntscha; Kathrin Fenner; Hollender Juliane; Eawag,
Duebendorf, Switzerland
ThP 140 High Throughput Analysis of Pesticides in Dietary 
Supplements by Gas Chromatography Time-of-
Flight Mass Spectrometry; Megan Mcguigan; LECO 
Corporation, St. Joseph, MI
ThP 141 The Robustness of Elemental Composition 
Determination on a Single Quad GC-MS; James 
Mullis1; Fenghe Qiu1; Yongdong Wang2; 1Boehringer 
Ingelheim Pharmaceuticals, Ridgefield, CT; 2Cerno
Bioscience, Danbury, CT
ThP 142 Accelerated LC-MS-MS for the Quantitation and 
Confirmation of Pesticides in Food and Water 
Samples; Andre Schreiber1; Doina Caraiman2; Adrian 
Taylor2; Nadia Pace2; CJ Baker3; 1Applied Biosystems, 
Concord, Canada; 2Mds Analytical Technologies, 
Concord, ON; 3University of Calgary, Calgary, Alberta
ThP 143 Automated Solid Phase Extraction and Analysis of 
Sulfonylureas and Related Herbicides in Fortified 
and Natural Water Samples using LC-ESI/MS-MS;
Josey M Grabuski1; Steve J. Cagampan1; John Struger1;
Bernard Rondeau2; 1Environment Canada, Burlington, 
Canada; 2Environnement Canada, Montreal, Canada
ThP 144 Application of High Resolution Mass Spectrometry to 
Caracterise Photoproducts of Imazamox and the 
Imazapic Herbicides; Mourad Harir; Andras Gaspar; 
Philippe Schmitt-Kopplin; Helmholtz Zentrum München, 
Neuherberg, Germany
ThP 145 ICP MS an Emerging Technique for Environmental 
Analysis; Marc E. Engel; FDACS, Tallahassee, FL
ThP 146 Comprehensive Multi-Target Screening of Pesticides 
in Food Extracts using HPLC-ESI-TOF-MS; Ben 
Owens1; Petra Decker2; Ilmari Krebs2; 1Bruker Daltonics 
Inc., Raleigh, NC; 2Bruker Daltonik GmbH, Bremen, 
Germany
ThP 147 Investigation of Matrix Effects Caused by Dissolved 
Inorganic Salts in Direct Injection Detection using 
LC-ESI/MS-MS in Water Analysis; Wolfram Seitz1;
Wolfgang Schulz1; Detlev Schleuder2; Walter H. 
Weber1; 1Zweckverband Landeswasserversorgung, 
Langenau, Germany; 2Applied Biosystems, Darmstadt, 
Germany
ThP 148 Use of C-13-Labeled Chlorpyrifos to Quantify Oral 
Bioavailability in the Rat; Andrea Busby1; Jordan 
Smith1; James Campbell1; Charles Timchalk1; Torka 
Poet1; L. Needham2; Dana Barr2; 1Pacific Northwest 
National Laboratory, Richland, WA; 2Centers For 
Disease Control And Prevention, Atlanta, GA
ThP 149 Rapid Screening of Adulterated Food Flavorings and 
Colorings in Solid and Liquid using Electrospray-
Assisted Laser Desorption Ionization (ELDI) Mass 
Spectrometry; Jingyueh Jeng1; Wun-Han Jhan2; Jentaie 
Shiea2; 1Chia Nan University of Pharmacy & Science, 
tainan, Taiwan; 2National Sun Yat-sen Univ., 
Kaohsiung, Taiwan
ThP 150 Multi-Residue Analysis of Pesticides in Honey via 
Cohesive TLX1 System; Charles T. Yang; 
ThermoFisher Scientific, San Jose, CA
ThP 151 High Efficiency Analysis of Pesticides in 
Environmental Water Samples using Direct Injection 
and Liquid Chromatography/Quadrupole Time-of-
Flight Mass Spectrometry; Xiaoming Zhao; Chunyan 
Hao; Paul Yang; ACS, LaSB/Ministry of the 
Environment, Etobicoke, Canada
NATURAL PRODUCTS, 152 - 179 
ThP 152 Analysis of Edible Oils by Combined High Resolution 
Mass Spectrometry and Statistical Analysis; Dong 
Wan Lim; Manhoi Hur; Kyu Hwan Park; Hyun Sik Kim; 
Jong Shin Yoo; Young Hwan Kim; Sunghwan Kim; 
Korea Basic Science Institute, Ochang-myun, Korea
ThP 153 Probing Natural Product Biosynthetic Pathways 
using Stable Isotopic Labeling by FTMS with Ultra-
High Resolution and Accurate Mass; Xidong Feng;
Anokha S Ratnayake; Romila D Charan; Mark Tischler; 
Frank E Koehn; Guy T Carter; Chemical & Screening 
Sciences, Wyeth Research, Pearl River, NY
ThP 154 New Indole and Tetrahydroisoquinoline Alkaloids 
from Black Cohosh (Actaea racemosa) Identified by 
Mass Spectrometric Dereplication; Dejan Nikolic;
Tanja Goedecke; Shao-Nong Chen; David Lankin; 
Guido F Pauli; Richard B van Breemen; University of 
Illinois College of Pharmacy, Chicago, IL
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ThP 155 Detection and Characterization of the Secondary 
Fungal Metabolite Gliotoxin by LC-ESI-MS; Doyle T. 
Witt1; Kelly M. Thuet1; James M. Chapman1; Aric 
Weist3; Charles Kenerley2; 1Rockhurst University, 
Kansas City, MO; 2Texas A&M University, College 
Station, TX; 3University of Missouri, Kansas City, 
Kansas City, MO
ThP 156 FT-ICR-Mass Spectrometric Analysis of Polyketide 
Biosynthesis: Preliminary Steady-State and 
Transient Absolute Kinetics of Active-Site Bound 
Intermediates; Christopher Rath; David H. Sherman; 
Kristina Hakansson; University of Michigan, Ann Arbor, 
MI
ThP 157 Identification of Cyclooxygenases Inhibitors (COX) 
in Cocoa Powders; Angela Calderon 1; W. J. Hurst2;
Hongmei Cao1; Richard B. van Breemen1; 1University of 
Illinois College of Pharmacy, Chicago, IL; 2The Hershey 
Company, Hershey, PA
ThP 158 Stucture-Based Discovery of Peptide Natural 
Products; M. Violet Lee; David F. Iwig; Craig D. 
Wenger; Neil L. Kelleher; University of Illinois Urbana 
Champaign, Urbana, IL
ThP 159 A Post-Column Addition ESI-MS Approach for 
Simultaneously Analyzing Stilbenoids in Plant 
Tissues; Ya-Chin Cheng; Kuo-lung Ku; Lin-Chung 
Yang; National Chiayi University, Chiayi City, Taiwan
ThP 160 Distinctive Behaviors of Deuterated Diglycosyl 
Flavonoids upon Negative ESI FTICR MS; Sy Liu; 
Changchun Inst. Appl. Chem., Changchun, China
ThP 161 Effect of Lycopene on DNA Oxidative Damage in 
Human Prostate Cancer LNCaP Cells; Ang Liu; Long 
Yuan; Richard B. van Breemen; University of Illinois 
College of Pharmacy, Chicago, IL
ThP 162 Metabolic Profiling of Saponins in Medicago 
Truncatula using UPLC-QTof-MS; David Huhman1;
Lloyd W. Sumner2; 1The Samuel Roberts Noble 
Foundation, Ardmore, OK; 2The Noble Foundation, 
Ardmore, OK
ThP 163 Separation and Identification of Cis-
Monotetrahydrofuran Acetogenins by Chiral 
Chromatography Coupled to LC-EI-MS; James M. 
Chapman1; Richard C.D. Brown2; Sherif B. Abdel 
Ghani2; Scott Niemann3; 1Rockhurst University, Kansas 
City, MO; 2University of Southampton, Southampton, 
UK; 3CSS Analytical Company, Inc., Shawnee, KS
ThP 164 Determination of Resveratrol in Mediterranean Red 
Wines by Liquid Chromatography Mass 
Spectrometry and Isotope Dilution; Fabio Mazzotti1;
Leonardo Di Donna1; Hicham Benabdelkamel1;
Giovanni Sindona1; Anna Napoli1; Bartolo Gabriele2;
1Università della Calabria, Dipartimento di Chimica, 
Arcavacata di Rende, Italy; 2Università della Calabria, 
Dip Scienze farm., Arcavacata di Rende, Italy
ThP 165 MALDI-MS Studies of Tubulin-Binding Compounds 
in Madagascar Periwinkle Extracts; Paul Hannewald;
Benoit Maunit; Jean Francois Muller; LSMCL, Metz, 
France
ThP 166 Characterization of Phytoecdysteroid Glycosides in 
Meadowfoam (Limnanthes alba) Seed Meal by 
Positive and Negative Ion LC-MS-MS; Ralph Reed;
Fred Stevens; Jeffrey Morre; Oregon State University, 
Corvallis, OR
ThP 167 Screening Natural Products for Ligands to Quinone 
Reductase-2 using Ultrafiltration LC-MS; Yongsoo 
Choi1; Andrew D Mesecar1; Megan Sturdy1; John M 
Pezzuto2; Richard B. Van Breemen3; 1University of 
Illinois College of Pharmacy, Chicago, IL; 2College of 
Pharmacy, University of Hawaii, Hilo, Hawaii; 
3University of Illinois, Chicago, IL
ThP 168 Fingerprint of Herb Product by Matrix-Assisted 
Laser Desorption Ionization (MALDI); Fenhong 
Song; Pei Chen; USDA, Beltsville, MD
ThP 169 Mechanisms of Chemoprevention by Constituents of 
the Dietary Supplement Angelica Sinensis; Dongting 
Liu; Birgit M. Dietz; Andreas Schinkovitz; Guido F. 
Pauli; Judy L. Bolton; Richard B. van Breemen; 
University of Illinois College of Pharmacy, Chicago, IL
ThP 170 Quantification and Metabolite Characterization of 
Xanthohumol and Metabolites in Humans by LC-
MS/MC; John D. Sowell; Ralph L. Reed; Cristobal L. 
Miranda; Jan F. Stevens; Oregon State University, 
Corvallis, OR
ThP 171 Comparison of Caco-2 cell Permeability of Serotonin 
and N-Methylserotonin; Soyoun Ahn1; Dejan Nikolic2;
Richard B. Van Breemen1; 1University of Illinois, 
Chicago, IL; 2University of Illinois College of 
Pharmacy, Chicago, IL
ThP 172 Fingerprinting Characterization of Copaiba Oils by 
Electrospray Ionization Mass Spectrometry; Rogério 
Cesar Silva1; Marcos N Eberlin2; 1Thomson Lab, 
Campinas, Brazil; 2Thomson Lab Unicamp, Campinas, 
Sp, Brazil
ThP 173 Structure Elucidation of Clausin A, a Novel 
Lantibiotic Produced by Bacillus Clausii Probiotic 
Strain; Jean-Marie Schmitter1; Philippe Bressollier2;
Benoit Odaert2; Maria C Urdaci2; 1IECB, Pessac, 
France; 2UMR5248, Pessac, France
ThP 174 Natural Product Discovery using an Integrated 
Nanoelectrospray LC-MS-Microcoil NMR System;
Paul Vouros 1; Jimmy Orjala2; Yiqing Lin1; Susan 
Schiavo1; Roger Kautz1; 1Northeastern University, 
Boston, MA; 2University of Illinois, Chicago, IL
ThP 175 A Fragmentation Study of Isomeric 
Dihydroxyanthraquinone in Negative Electrospray 
Ionization by Ion Trap Time of Flight Mass 
Spectrometry; Jing Dong1; Hong Wang1; Leren Wan2;
Shizhong Chen1; Yuki Hashi2; 1School of 
Pharmaceutical Sciences, Peking Univ., Beijing, China; 
2Shimadzu Beijing Office, Beijing, China
ThP 176 Development of a High Throughput LC-MS-MS 
Method for the Simultaneously Quantification of 
Multiple Bioactive Polyphenolic Compounds in 
Various Matrices; Yan Ling Zhang1; James Garcia2;
Jim Tallman2; Richard Staub2; Scott Baggett2; Isaac 
Cohen2; Uwe Christians1; 1Univ. of Colorado Health 
Science, Aurora, CO; 2Bionovo, Aurora, CO
ThP 177 Characterization of Commercial Pomegranate 
Extracts and Determination of Their Anti-Cancer 
Effects on COLO-357 Pancreatic Cancer Cells;
Carina S. Minardi; Melissa Rowland-Goldsmith; 
Christina Ly; Matthew Underwood; Nadia Reihanifam; 
Krista Bledsoe; James Head; Jenna Tong; Marissa 
Boardman; Autumn Tocchi; Christine A. Hughey; 
Chapman University, Orange, CA
ThP 178 Determination of Xanthohumol and its Metabolites in 
Rat Plasma and Liver after Administration of 
Xanthohumol and Hops; Jian Guo; Birgit M. Dietz; 
Judy L. Bolton; Richard B. van Breemen; University of 
Illinois College of Pharmacy, Chicago, IL
ThP 179 Automated Identification of Phenolic Compounds by 
using Library Search Approach; María Gómez 
Romero1; Gabriela Zurek2; Birgit Schneider3; Carsten 
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Baessmann2; Antonio Segura Carretero1; Alberto 
Fernández Gutiérrez1; Félix Salinas4; 1University of 
Granada, Granada, Spain; 2Bruker Daltonik Gmbh, 
Bremen, Germany; 3Bruker Daltronik Gmbh, Bremen, 
Germany; 4Bruker Daltonics, Inc., Billerica, MA
GC-MS, 180 - 199 
ThP 180 Electron Ionization Mass Spectra of Derivatives of 
Substituted Thiophenols; Anzor Mikaia; Kirill V. 
Tretyakov; Stephen E. Stein; National Institute of 
Standards and Technology, Gaithersburg, MD
ThP 181 Analysis of Mass Spectra of Silyl Derivatives of 
Aliphatic Keto- and Hydroxyacids; Kirill V. 
Tretyakov; Stephen E. Stein; Anzor Mikaia; Edward 
White V; National Institute of Standards and 
Technology, Gaithersburg, MD
ThP 182 Information Theoretic Mass Spectral Library Search 
for Comprehensive Two-Dimensional Gas 
Chromatography with Mass Spectrometry; Arvind 
Visvanathan1; Stephen E. Reichenbach; 1University of 
Nebraska Lincoln, Lincoln, NE
ThP 183 Supercritical Fluid Extraction in-situ Derivatization 
On-Line Solid-Phase Microextraction Combined with 
Gas Chromatography-Mass Spectrometry for 
Analysis Preservatives and Antioxidants in 
Cosmetics; Tzung-Jie Yang; Feng-Jie Tsai; Maw-Rong 
Lee; National Chung-Hsing University, Taichung, 
Taiwan
ThP 184 Purge Assisted Headspace Solid-Phase 
Microextraction (PA/HS-SPME) Combined with Gas 
Chromatography-Mass Spectrometry for 
Determination of Chlorophenols in Aqueous 
Samples; Hsin-Pin Ho; Ren-Jye Lee; Jen-Fon Jen; Maw-
Rong Lee; National Chung-Hsing University, Taichung, 
Taiwan
ThP 185 Sensitive Analysis of Amino Acids using Multiple Ion 
Detection Method; Tan Guo1; Curtis Hedman1; Cheng 
Gu2; 1Wisconsin State Lab of Hygiene, Univ.of 
Wisconsin, Madison, WI; 2Department of Crop and Soil 
Sciences, Michigan State University, MI
ThP 186 Metabolic Profiling of Chronic Obstructive 
Pulmonary Disease by Analysis of Exhaled Breath 
Volatiles using Gas Chromatography / Time-of-Flight 
Mass Spectrometry; Maria Basanta; Roger Jarvis; Roy 
Goodacre; Dave Singh; Ashley Woodcock; Stephen 
Fowler; The University of Manchester, Manchester, UK
ThP 187 Experimental Considerations in the Measurement of 
Trace Explosives by GC-NCI-MS; Marcela C Najarro;
Bruce Benner; Greg Gillen; National Institute of 
Standards and Technology, Gaithersburg, MD
ThP 188 EI Fragmentation Pathways of N-Acylanilines 
Bearing a Proximal Halogen Substituent; Freneil 
Jariwala; Margaret Figus; Athula B. Attygalle; Stevens 
Institute of Technology, Hoboken, NJ
ThP 189 In-situ Derivatization/Solid-Phase Microextraction 
Coupled with Gas Chromatography-Negative 
Chemical Ionization Mass Spectrometry for the 
Determination of Trichloroethylene Metabolites in 
Rat Blood; Yongzhen Liu; Srinivasa Muralidhara; 
James V. Bruckner; Michael G. Bartlett; University of 
Georgia, Athens, GA
ThP 190 Hermeticity Testing and Gas Characterization of 
MEMS Devices using Mass Spectrometry; James M. 
Hochrein; Jason R. Brown; Michael I. White; Steven M. 
Thornberg; Sandia National Laboratories, Albuquerque, 
NM
ThP 191 Evaluation of Microwave Accelerated Derivatization 
(MAD) for the Comprehensive Analysis of Steroids 
using Gas Chromatography/Mass Spectrometry; John 
Bowden; Dominic Colosi; Timothy Garrett; Richard A. 
Yost; University of Florida, Gainesville, FL
ThP 192 The Measurement of Explosives in Several Sample 
Matrices by Gas Chromatography with Negative Ion 
Chemical Ionization Mass Spectrometry; Bruce A. 
Benner, Jr.; NIST, Gaithersburg, MD
ThP 193 Development of a new EI/FI Ion Source for a GC-
TOF-MS; Susumu Fujimaki1; Kenji Miyamoto1; Kazuo 
Tanaka1; Yoshihisa Ueda1; Doug Meinhart2; 1JEOL, 
Ltd., Tokyo, Japan; 2JEOL USA Inc., Peabody, MA
ThP 194 Automatic Location of Molecular Ions in Mass 
Spectra for Application to Screening Studies; Donald 
C Hilton; Mark Libardoni; Leco Corporation, Fort 
Myers, FL
ThP 195 Application of GC-HRMS for the Structural 
Elucidation of Impurities Observed in 5-
chlorovaleryl Chloride (5-CVC); Michael Peddicord;
Liya Tang; Scott A Miller; Charles Pathirana; 
Venkatapuram Palaniswamy; Bristol-Myers Squibb, New 
Brunswick, NJ
ThP 196 GC-MS with a Fly-Through Ion Source – Fast, Inert, 
Sensitive, Robust and with Tunable Molecular Ion;
Alexander Gordin; Alexander B. Fialkov; Aviv Amirav; 
Tel-Aviv University, Tel-Aviv, Israel
ThP 197 Investigation of Trace Concentrations of Hazardous, 
Volatile Hydrocarbons in Commercial Beverages;
Sarah J Saylor; Catherine Bentzley; Amos Linenberg; 
University of the Sciences in Philadelphia, Philadelphia, 
PA
ThP 198 Carbon Nanotubes as a Solid-Phase Microextraction 
Sorbent Coupled to Gas Chromatography-Mass 
Spectrometry for Determination of Chlorophenols in 
Aqueous Solution; Tse-Tsung Ho; Chia-Chun Yao;
Maw-Rong Lee; National Chung-Hsing University, 
Taichung, Taiwan
ThP 199 Bridging the Performance Gap Between GC-MS and 
GC-MS-MS with Deconvolution Technology; Terry L. 
Sheehan1; Melissa Churley1; Paul Zavitsanos2; Mike 
Szelewski2; 1Agilent Technologies, Inc., Santa Clara, 
CA; 2Agilent Technologies, Wilmington, DE
FORENSICS, 200 - 218 
ThP 200 Efficient Screening Method for Multiple Anabolic 
Steroids from Various Nutritional Supplements by 
Liquid Chromatography Tandem Mass 
Spectrometry; Caroline Wang; Petra Hartmann-
Fischbach; Tim Krueger; Marcia Small; Terry Wells; 
Anna Tellinger; Industrial Laboratories, Wheat Ridge, 
CO
ThP 201 High-Throughput Screening and Quantification of 
Doping Agents in Urine using LDTD-APCI-MS-MS;
Patrice Tremblay1; Paule Emilie Groleau2; Cristiane 
Ayotte2; Pierre Picard3; Edith Viel2; 1Phytronix 
Technologies, Quebec, Canada; 2Inrs-doping Control, 
Pointe-claire, QC; 3Phytronix Technologies, Inc., 
Quebec, QC
ThP 202 LC-MS of Children’s Latent Fingerprint Residue;
Kathryn E. O'brien1; Raleigh W. Parrott1; Corrie J. 
Brown1; Brian A. Eckenrode2; Diane K. Williams2; 1Oak
Ridge Institute of Science Education, Oak Ridge , TN; 
2Federal Bureau of Investigation, Quantico, VA
ThP 203 Differentiation of Isomeric Compounds and 
Differentiation of Enantiomeric Compounds with 
High Resolution LC-MS; Jaran Jainhuknan1; Dungporn 
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Plasen2; Theerin Sinchai3; 1Bruker, Bangkok, Thailand; 
2Dept. Pharmacology, Srinakkarinwirot Univ., Bangkok, 
Thailand; 3Department of Toxicology, Inst. Forensic 
Medicine, Bangkok, Thailand
ThP 204 Equine Anti-doping Pre-Race Screening with 
Turbulent-Flow LC-MS-MS; James F Byrd1; Scott 
Stanley2; Ben Moeller2; Cheah Hun Teong4; Shawn 
Stanley3; 1Thermo Fisher Scientific, Franklin, CA; 2Uc
Davis, Davis, CA; 3Singapore Turf Club, Singapore, 
Singapore; 4Alpha Analytical, Singapore, Singapore
ThP 205 Multi Target Screening using Scheduled Multiple 
Reaction Monitoring Acquisition on an LC-MS-MS 
System and Automatic Library Searching; Nadia 
Pace1; Sebastian Dresen2; Nerea  Ferreiros2; Andre 
Schreiber3; Houssain El Aribi1; Robert Ellis1; Wolfgang 
Weinmann2; 1MDS Analytical Technologies, Concord, 
Canada; 2Institute of Legal Medicine, U. Hospital 
Freiburg, Freiburg, Germany; 3Applied Biosystems, 
Concord, ON
ThP 206 Toxicological Applications of Ambient Mass 
Spectrometry: Direct Analysis of Biological Matrices;
Christopher C. Mulligan; Stephen B. Hooser; Jason D. 
Harper; Nicholas A. Charipar; Christina Wilson; Zheng 
Ouyang; R. Graham Cooks; Purdue University, West 
Lafayette, IN
ThP 207 Automated Platform for Utilization of Sequence 
Variation in Human Short Tandem Repeats using 
Electrospray Ionization Mass Spectrometry; Thomas 
A. Hall; Sheri Manalili; Kristin A. Sannes-Lowery; Amy 
S. Schink; Steven A. Hofstadler; Ibis Biosciences, Inc., 
Carlsbad, CA
ThP 208 Identification of Benzylpiperazine and 
Phenylpiperazines in Illicit Forensic Drug Seizures 
via LC-MS Electrospray Ionization; Adrian 
Krawczeniuk; DOJ/ DEA Northeast Laboratory, New 
York, NY
ThP 209 Detection of Gamma-Hydroxybutyric Acid (GHB) 
and its Analogs by Liquid Chromatography Mass 
Spectrometry; Yuriy Uvaydov; N/A, New York, NY
ThP 210 Trace Fiber Analysis using Nanomanipulation 
Coupled to Nanospray Mass Spectrometry; Nicole 
Ledbetter; Guido F. Verbeck; University of North Texas, 
Colleyville , TX
ThP 211 Application of the Mass-Spectrometry in Forensic 
Investigation of the Counterfeit Alcohol Products;
Pavel Zinovev; Republican Forensic Expertise Centre, 
Tashkent, Uzbekistan
ThP 212 Determination of EDTA in Dried Bloodstains by LC-
MS-MS for Forensic Investigations of Possible DNA 
(Blood) Evidence Tampering; Samantha J. Richardson 
2; Kevin D. Ballard1; 1NMS Labs, Willow Grove, PA; 
2Celgene, San Diego, CA
ThP 213 Instrumentation Methods for Field Analysis of CW 
and Human Decomposition VOCs; Mike E Stevens1;
Natalie J Mitchell2; Brian A Eckenrode3; Nishan 
Dulgerian3; Rex A Stockham3; 1Uniformed Services 
Univ. of the Health Sciences, Bethesda, MD; 2Oak Ridge 
Institute for Science and Education, Oak Ridge, TN; 
3Federal Bureau of Investigation, Quantico, VA
ThP 214 A Reverse-Energy Ramp Triple Quadrupole MS-MS 
Library of Food and Environmental Contaminants;
Anna M. Przyborowska; Andre Boegeholz; Raj K.P. 
Patel; John M. Halket; King's College London, London, 
UK
ThP 215 Identification and Quantification of Date Rape Drug 
Surrogates in Alcohol/Water Matrices using ESI-MS 
and ESI-MSn; Justin Lygrisse; Wichita State University, 
Wichita, KS
ThP 216 Determination of Cocaine and Morphine-Derivatives 
in Serum using Automated Sample Preparation 
Coupled with RRLC/Triple Quadrupole Mass 
Spectrometer; J. Roehrich1; J. Becker1; R. Urban1; S. 
Zoerntlein1; Juergen Wendt2; 1Institute of Legal 
Medicine, Johannes Gutenberg-Un, Mainz, Germany; 
2Agilent Technologies, Sales & Service GmbH & Co KG, 
Waldbronn, Germany
ThP 217 Qualitative and Quantitative Determination of 
Phencyclidine (PCP) In One-Year-Old Dried 
Bloodstains in a Forensic Case; Loan T. Nguyen;
Kevin D. Ballard; NMS Labs, Willow Grove, PA
ThP 218 A Novel and Efficient Screen for Stimulants and 
Beta-2-Agonists from Various Nutritional 
Supplements by Liquid Chromatography Tandem 
Mass Spectrometry; Caroline Wang; Petra Hartmann-
Fischbach; Timothy Krueger; Marcia Small; Terry 
Wells; Anna Tellinger; Industrial Laboratories, Wheat 
Ridge, CO
MICRO-SCALE SEPARATION MS, 219 - 242 
ThP 219 Optimization of Column Length and Emitter ID on 
Peak Capacity, Protein Identification and Dynamic 
Range in NanoLC-MS; Mike S. Lee 1; Jesse 
Canterbury2; Edward J. Hsieh3; Gary Valaskovic4;
Michael J. Maccoss3; 1Milestone Development Services, 
Newtown, PA; 2Univ of Washington, Genome S, Seattle, 
WA; 3University of Washington, Seattle, WA; 4New
Objective, Inc., Woburn, MA
ThP 220 Micro-Chromatofocusing (μCF)-Monolithic Liquid 
Chromatography-Tandem Mass Spectrometry (LC-
MS-MS) Combined with Fluorescence Imaging for 
the Microscale Analysis of Embryonic Stem Cell 
Proteins; Katie Hersberger; David M. Lubman; David 
Misek; University of Michigan, Ann Arbor, MI
ThP 221 Determining the Presence of Residual Hemoglobin 
from Bacillus Spores for Forensic Evidence Analysis 
using HPLC-Chip Cube Ion Trap Mass 
Spectrometry; Catherine E Petersen1; Helen Kreuzer1;
Andy Gieschen2; Karen Wahl1; 1Pacific Northwest 
National Lab, Richland, WA; 2Agilent Technologies, San 
Diego, CA
ThP 222 Automated 2D LC-MS using a Split-Free Nanoscale 
LC System; P. Taylor1; A. Podtelejnikov2; M.B. Trelle2;
M.B. Andersen2; M. Moran3; T. Kislinger3; 1Hospital for 
Sick Children, Toronto, Canada; 2Proxeon A/S, Odense, 
Denmark; 3University of Toronto, Toronto, Canada
ThP 223 Maximizing Performance of Sub-2 um Packed 
Nanobore LC Columns: Minimizing Extra-Column 
Variance; Carla Marshall-Waggett; Amanda Berg; Gary 
Valaskovic; New Objective, Inc., Woburn, MA
ThP 224 OptiPep: A Set of Synthetic Peptide Standards for 
Optimizing NanoLC-MS-MS; Andreas Kirschner1;
Marcus Bantscheff2; Bernhard Kuster 1; 1Technical 
Universitiy Munich, Freising, Germany; 2Cellzome Ag, 
Heidelberg, Germany
ThP 225 Optimized Two-Dimensional Nano-Liquid 
chromatography Tandem Mass Spectrometry 
Protocols for Proteomics Applications: On-Line or 
Off-Line Coupling?; Anne-Marie Hesse; Paulo 
Marcelo; Jean Rossier; Joelle Vinh; CNRS
UMR7637/ESPCI ParisTech, Paris, France
ThP 226 Highly Sensitive Analysis of Pharmaceutically 
Relevant Analytes, Employing a Novel Ultra High 
Capacity Chip; Lukas Trojer; Martin Vollmer; Stephan 
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Buckenmaier; Agilent Technologies, Waldbronn, 
Germany
ThP 227 LCMS Strategies for Improved Protein Identification 
from Complex Mixtures; Katherine Williams1; David 
Neyer2; David Cox3; Christie L Hunter1; 1Applied
Biosystems, Foster City, CA; 2Eksigent Technologies, 
Dublin, CA; 3MDS Analytical Technologies, Concord, 
ON
ThP 228 Splitless Nano-LC Technology for Biomolecular 
Research: Proteomics to Fossilomics; Lisa Freimark1;
Alexandre Podtelejnikov2; John Lindsay2; Michael 
Andersen2; Wenxia Zheng4; Jeffrey Engelman3; Mary 
Schweitzer4; John M Asara1; 1Beth Israel Deaconess 
Medical Center, Boston, MA; 2Proxeon A/S, Odense, 
Denmark; 3Massachusetts General Hospital, Boston, 
MA; 4North Carolina State University, Raleigh, North 
Carolina
ThP 229 Investigation of Elastomer Core Compression Effect 
on Minimizing Trapping Column Band Broadening;
Amanda Berg; Carla Marshall-Waggett; Gary 
Valaskovic; New Objective, Inc., Woburn, MA
ThP 230 Chip-Based Micellar Electrokinetic Chromatography 
– Electrospray Ionization Mass Spectrometry 
Utilized a Low Sheath Flow interface; Ju-Li Huang;
Fu-An Li; Guor-Rong Her; National Taiwan University, 
Taipei, Taiwan
ThP 231 Characterization of Single Neurons using Capillary 
Electrophoresis with Electrospray Ionization Mass 
Spectrometric Detection; Theodore E. Lapainis;
Stanislav Rubakhin; Jonathan V. Sweedler; University of 
Illinois, Urbana, IL
ThP 232 Development of an Integrated High-Pressure 
Microfluidic Nano-Scale LC Consumable; Geoff 
Gerhardt; Christopher Benevides; Bernard Bunner; 
Dennis DellaRovere; Keith Fadgen; Joseph Michienzi; 
James Murphy; Waters Corporation, Milford, MA
ThP 233 Active Spray Control with Electric Field 
Optimization for Online NanoLC with Polymeric 
Spray Tips; Art Fogiel, Jr.; Andris Suna; SAU LAN 
TANG STAATS; Phoenix S and T, Inc, Elkton, MD
ThP 234 Capillary Electrophoresis – Mass Spectrometry 
Based on a PMMA Chip and a Low-Sheath-Flow 
Interface; Fu-An Li; Ju-Li Huang; Guor-Rong Her; 
National Taiwan University, Taipei, Taiwan
ThP 235 A Zero Dead Volume ESI Coupled Microfluidic Chip 
for Millisecond Time-resolved Studies by 
Electrospray Mass Spectrometry; Derek Wilson;
Ethan Tumarkin; York University, Toronto, Canada
ThP 236 A Novel Microfluidic Chip-Based Column Platform 
for High Efficiency Separations in an Easy to Use 
Format; Don W. Arnold; Nicole Hebert; Patrick Leung; 
Erika Lin; Remco Van Soest; J. Bryce Young; Eksigent
Technologies, Dublin, CA
ThP 237 High Sensitivity Nanocapillary Chromatography 
Combined with Active Background Ion Reduction 
Increases Signal to Noise Ratios, Sensitivity and 
Overall System Performance; John M. Neveu1;
William S. Lane1; Bogdan A. Budnik1; Gary A. 
Valaskovic2; Ben J. Ngo2; 1Harvard University, 
Cambridge, MA; 2New Objective, Inc., Woburn, MA
ThP 238 Optimization of Novel Fused-Core Silica Particle 
Nanobore Columns Using a Pump Switching Motif 
for Mass Spectrometry; Robert Moody1; Gary 
Valaskovic2; Mike S. Lee3; 1MAC-MOD Analytical, 
Chadds Ford, PA; 2New Objective, Inc., Woburn, MA; 
3Milestone Development Services, Newtown, PA
ThP 239 Complementarities of MALDI and ESI for 2DLC-
MS-MS: Expanding Proteome Coverage of Complex 
Samples with Multiple Dimensions of Analysis; Sega 
Ndiaye; Anne-Marie Hesse; Jean Rossier; Joelle Vinh; 
CNRS UMR7637/ESPCI ParisTech, Paris, France
ThP 240 Microfluidic Chip Electrophoresis/Mass 
Spectrometry Interface Designed to Function with 
Low Electroosmotic Flow for the Analysis of 
Proteins; Xiuli Mao; Brent R. Reschke; Kathleen C. 
Kelly; Aaron T. Timperman; Department of Chemistry, 
West Virginia University, Morgantown, WV
ThP 241 Improvement of Sequence Coverage and Sensibility 
in Two-Dimensional Nano-Liquid Chromatography 
Tandem-Mass Spectrometry Thanks to 
Contaminants’ Removal; Anne-Marie Hesse; Paulo 
Marcelo; Jean Rossier; Joelle Vinh; CNRS UMR 
7637/ESPCI ParisTech, Paris, France
ThP 242 Enhanced Chromatographic Resolution using 
Polymeric Based Reversed Phase Materials for 
Online Electrospray LC-MS of Intact Proteins;
Robert N. O'meally; Marjan Gucek; Robert N. Cole; 
Johns Hopkins School of Medicine, Baltimore, MD
CARBOHYDRATES/OLIGOSACCHARIDES – BIOMARKER 
DISCOVERY, 243 - 250 
ThP 243 Coupling of Fully Automated Chip-Based 
Electrospray Ionization to High Capacity Ion Trap 
Mass Spectrometer for High Throughput Ganglioside 
Analysis; Cristina Mosoarca1; Marius Chirita1; Reinaldo 
Almeida2; Mark Allen2; Alina D. Zamfir1; 1National
Institute for R&D in Electrochemistry, Timisoara, 
Romania; 2Advion BioSciences, Norfolk, UK
ThP 244 Changes in the Glycosylation Pattern of Total Serum 
IgG in Patients with Rheumatoid Arthritis Analyzed 
by MALDI-TOF MS; Katrin Sparbier1; Hassan Dihazi2;
Sabine Blaschke2; Gary Kruppa3; Gerd-Anton Mueller2;
Flad Thomas4; Markus Kostrzewa1; 1Bruker Daltonik 
GmbH, Leipzig, Germany; 2University Hospital 
Goettingen, Goettingen, Germany; 3Bruker Daltonics 
Inc, Frement, CA; 4Panatecs GmbH, Tuebingen, 
Germany
ThP 245 Derivatization of N-linked Glycans for Sensitive 
Detection by MALDI-TOF MS toward Glyco-
Biomarker Discovery; Osamu Tani2; Hisashi 
Narimatsu1; Akihiko Kameyama1; 1Research Center for 
Medical Glycoscience, AIST, Tsukuba, Japan; 2shimadzu
CorporatioN, Kyoto, Japan
ThP 246 Digging Deep into the Human Serum Glycome;
Caroline Chu1; Milady Ninonuevo1; Brian H. Clowers1;
Patrick D. Perkins2; Kevin Killeen2; Suzanne 
Miyamoto3; Rudolf Grimm2; Carlito Lebrilla1;
1University of California, Davis, CA; 2Agilent
Technologies, Santa Clara, CA; 3UC Davis Cancer 
Center, Sacramento, CA
ThP 247 Quantitative Derivatization of Į2,3- and Į2,6-
Sialoglycans for the Detection Glyco-Biomarkers by 
MALDI-TOF MS; Masaaki Toyoda; Hiromi Ito; Yu-ki 
Matsuno; Hisashi Narimatsu; Akihiko Kameyama; 
Research Center for Medical Glycoscience, AIST, 
Tsukuba , Japan
ThP 248 Glycan Markers for Ovarian Cancer with High 
Sensitivity and High Specificity; Hyun Joo An1; Scott 
Kronewitter1; Jaehan Kim1; Maria Lorna De Leoz1; Sean 
Beecroft1; Gary Leiserowitz2; Suzanne Miyamoto2; Kit 
Lam2; Carlito Lebrilla1; 1University of California, Davis, 
CA; 2UC Davis Cancer Center, Sacramento, CA
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ThP 249 Analysis of O-linked Glycans Derived from Normal 
and Diseased EOC Plasma by Nano LC-ESI-FTICR 
Mass Spectrometry; Michael S. Bereman; Taufika 
Islam Williams; Adam Hawkridge; David C. Muddiman; 
North Carolina State University, Raleigh, NC
ThP 250 Changes of Glycosylation in Cancer: The Case of 
AGP; Timea Imre1; Tibor Kremmer1; Krisztina 
Ludanyi1; Laszlo Drahos1; Karoly Heberger1; Gabriella 
Pocsfalvi2; Karoly Vekey 1; 1Hungarian Academy of Sci. 
Chemical Research Center, Budapest, Hungary; 2Inst.
Sci. dell’ Alimentazione, CNR, Avellino, Italy
LIPIDS:  BIOCHEMISTRY & STEROIDS 2, 251 - 267 
ThP 251 Comparison of LC-MS-MS and Radioimmunoassay 
for DHEAS Determinations in Chimpanzees (Pan 
troglodytes); Sarah Pruett; M. Kyle Cannon; James G. 
Herndon; Mark Wilson; Yerkes Natl. Primate Res. 
Ctr.,Emory University, Atlanta, GA
ThP 252 Comparison of Combined Isoprostane Metabolites 
with the Single Isomer 2,3-dinor-iPF2a-III in Human 
Urine as a Biomarker of Oxidative Stress; Weiying 
Yan1; Gary D. Byrd2; 1Wake Forest University, Winston-
Salem, NC; 2R.J. Reynolds Tobacco Co., Winston-salem, 
NC
ThP 253 A Sphingosine Kinase Activity Assay using Direct 
Infusion Electrospray Ionization Tandem Mass 
Spectrometry; YouXun Jin1; Hwan-Soo Yoo1; Yong-
Moon Lee1; Akio Kihara3; Yasuyuki  Igarashi3; Hun-
Young So2; Hyong-Ha Kim2; Yong-Hyeon Yim 2;
1Chungbuk National University, Chongju, South Korea; 
2KRISS, Daejeon, south korea; 3Hokkaido University, 
Sapporo , Japan
ThP 254 Analysis of Lipid Storage Myopathy (ETFDH 
Mutant or PNPLA2 Mutant) by Direct Matrix-
Assisted Laser Desorption/Ionization Mass 
Spectrometry; Nobuhiro Zaima1; Yuki Sugiura3; Aya 
Ohkuma2; Satomi Okahashi2; Satoru Noguchi2; ichizo 
nishino2; Tohru Ibi5; Fumiko Ozawa4; Ko Sahashi4;
Mitsutoshi Setou6; 1Mitils, Tokyo, Japan; 2National
Center of Neurology and Psychiatry, Tokyo, Japan; 
3Tokyo Institute of Technology, Tokyo, Japan; 4Aichi
Medical University, Aichi, Japan; 5Aichi Medical 
University College of Nursing, Aichi, Japan; 
6Hamamatsu University School of Medicine, 
Hamamatsu, Japan
ThP 255 LC-MS Analysis of Diacylglycerol Lipase-Mediated 
Lipid Metabolism in Neural Cells; Giuseppe Astarita;
Daniele Piomelli; Univ. California Irvine, Irvine, CA
ThP 256 Optimization of Triacylglyceride Production from 
Diatoms as Potential Feedstock For Biodiesel 
Production; Pamela Lane1; Frank Zendejas1; Eizadora 
T. Yu1; Sara P. Gaucher2; Kenneth Sale1; Blake 
Simmons1; Todd W. Lane1; 1Sandia National 
Laboratories, Livermore, CA; 2Amyris Biotechnologies, 
Emeryville, CA
ThP 257 Lc-MS Analysis of 2 Day Old Rat Pup Brain 
Gangliosides from Mothers Supplemented during 
Pregnancy with Dairy Derived Complex Lipids;
Bertram Fong3; Edwin Lowe1; Mark Vickers2; Paul 
McJarrow3; Carmen Norris3; 1University of Tasmania, 
Hobart, Australia; 2Liggins Institute, Auckland, New 
Zealand; 3Fonterra Reseach Centre, Palmerston North, 
New Zealand
ThP 258 Direct Analysis of Intact and Oxidized Phospholipids 
and Sphingolipids in Tissue Samples by Desorption 
Electrospray Ionization Mass Spectrometry; Marcela 
Nefliu; Nicholas Manicke; R. Graham Cooks; Purdue
University, West Lafayette, IN
ThP 259 A Highly Sensitive Metabolic Profiling of Human 
Serum and Prostatic Androgens by Liquid 
Chromatography-Electrospray Ionization Tandem 
Mass Spectrometry; Kouwa Yamashita; Madoka 
Takahashi; Kanae Sukegawa; Mitsuteru Numazawa; 
Tohoku Pharmaceutical University, Sendai, Japan
ThP 260 Mass Spectrometric Analysis of Changes in 
Phospholipid Levels in JAR Cells upon Estrogen 
Stimulation; Mallikharjuna Reddy Bogala1; Subhrangsu 
S. Mandal1; Kevin Schug1; 1The University of Texas at 
Arlington, Arlington, TX
ThP 261 Desferal Selectively Normalizes Levels of Membrane 
Raft Lipids in Liver of Rabbits Challenged with High 
Cholesterol Diet; Guanghou ShuI; Andrew Jenner; 
Robin Chan; Xueli Guan; Ning Pan; Benny Kwong-Huat 
Tan; Markus R Wenk; Barry Halliwell; National
University of Singapore, Singapore
ThP 262 Diels-Alder Derivatization with 4-substituted 1,2,4-
triazole-3,5-diones for Analysis of Vitamin D 
Metabolites and Other Lipids using UPLC-ESI-MS-
MS; Pavel aronov1; Katrin Georgi1; Sung Hee Hwang1;
Katja Dettmer2; Bruce D Hammock1; 1UC Davis, Davis, 
CA; 2University of Regensburg, Regensburg, Germany
ThP 263 GC-MS Characterization of Antioxidant Pregnane 
Type Steroidal Saponin from Aegle Marmelos 
Leaves; Nilesh Kumar Sharma; Ramasre Prasad; Indian
Institute of Technology, Roorkee, INDIA
ThP 264 Strategies for Bioassay-Directed UPLC-MS 
Discovery of Variant CAR Ligands using 
Multiplexed CID and Mass Defect Filtering; Michael 
C. Stagliano 2; Joshua G. DeKeyser2; Curtis J. 
Omiecinski2; A. Daniel Jones1; 1Michigan State 
University, East Lansing, MI; 2Pennsylvania State 
University, University Park, PA
ThP 265 Lipidomic and Metabolomic Study by Mass 
Spectrometry in Correlation with Aging in C. 
Elegans; Johann Rivière; María Eugenia Soría Diaz; 
Emmanuel Varesio; Gerard Hopfgartner; University of 
Geneva, Geneva, Switzerland
ThP 266 LC-MS Analysis of 80 Day Old Rat Brain 
Phospholipids from Rats Supplemented from Ten 
Days Old with Complex Lipids; Carmen Norris1;
Edwin Lowe2; Mark Vickers3; Paul McJarrow1; Bertram 
Fong1; 1Fonterra Research Centre, Palmerston North, 
New Zealand; 2University of Tasmania, Hobart, 
Australia; 3Liggins Institute, Auckland, New Zealand
ThP 267 Ozone Induced Oxidation of Plasmalogen 
Glycerophospholipids; Kelly Wynalda; Robert C. 
Murphy; University of Colorado Health Sciences Center, 
Aurora, CO
LC-MS, 268 - 297 
ThP 268 Ultrafiltration Tandem Mass Spectrometry Based 
Screening Assay for the Discovery of Bcl-2 Family 
Antiapoptotic Protein Inhibitors; Suma Ramagiri; Fei 
Ma; Eldon Geisert; Duane Miller; Charles Ryan Yates; 
University of Tennessee Health Science Center, 
Memphis, TN
ThP 269 High Performance Liquid Chromatography 
Separation Followed by Tandem Mass Spectrometry 
Analysis of Hydroxyatrazine in Drinking Water and 
Urine; Do-Gyun Kim1; Parinya Panuwet1; Larry L. 
Needham1; Dana B. Barr1; 1ORISE Fellow, 
CDC/NCEH/DLS/OAT, Atlanta, GA
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ThP 270 LC-HRMS Profile of Plasma Samples of High Fat 
and Fructose Diet Rats to Study Insulin Resistance in 
Diabetes; Claudio Medana; Claudio Baiocchi; 
Francesco Carbone; Valeria Giancotti; Manuela Aragno; 
Ilenia Vercellinatto; University of Turin, Torino, Italy
ThP 271 Analysis of HPLC Loading Conditions for Maximal 
Mass Spectrometry Peptide Identifications; Amelia 
Peterson2; Laura Hohmann1; Li Huang1; Bong Kim1;
Jimmy K Eng3; Daniel B Martin1; 1Institute for Systems 
Biology, Seattle, WA; 2Fred Hutchinson Cancer 
Research Center, Seattle, WA; 3University of 
Washington, Seattle, WA
ThP 272 A Low Flow – Liquid Junction Capillary 
Electrophoresis/Mass Spectrometry Interface for 
Nonvolatile Buffer; Fu-An Li; Ju-Li Huang; Guor-Rong 
Her; National Taiwan University, Taipei, Taiwan
ThP 273 Development of a High Throughput Antibacterial 
Assay using Selective Biomimetic Target 
Complexation and ESI-MS Detection; Sijia shen;
Manishkumar D. Joshi; Laura D. Mydlarz; Kevin A. 
Schug; University of Texas, Arlington, TX
ThP 274 Rapid Determination of the Applicability of 
Hydrophilic Interaction Chromatography Utilizing 
ACD Labs Log D Suite: A Bioanalytical Application;
Eugene P. Kadar; Chad E. Wujcik; David P. Wolford; 
Olga Kavetskaia; Pfizer Inc., Groton, CT
ThP 275 In vitro and in vivo Multiplexed Detection of Matrix 
Metalloproteinases using Microdialysis Sampling and 
LC-MS-MS; Ying Wang1; Daniel Loegering2; Dmitri 
Zagorevski1; Michelle Lennartz2; Julie Stenken3;
1Rensselaer Polytechnic Institute, Troy, NY; 2Albany
Medical College, Albany, NY; 3University of Arkansas, 
Fayetteville, AR
ThP 276 A Comparison of LC-MS Mass Analyzers for 
Screening, Confirmation and Quantification of Drugs 
in Blood; John M. Hughes1; Greg Kilby1; Michael C. 
Zumwalt1; Jeri D. Ropero-Miller2; Peter R. Stout2; H. 
Chip Walls3; 1Agilent Technologies, Pleasanton, CA; 
2RTI International, Research Triangle Park, NC; 3U. of 
Miami Medical School, Miami, FL
ThP 277 Extraction of Corticosteroids using 96-Well 
Supported Liquid Extraction (SLE) and LC-MS-MS 
Analysis; Lee Williams; Steve Jordan; Helen Lodder; 
Matthew Cleeve; Richard Calverley; Joanna Smith; 
Biotage GB Limited, Hengoed, UK
ThP 278 LC-MS Top-Down Analysis and Intact Mass Analysis 
of Recombinant Immunoglobulin Gamma Antibodies 
on Orbitrap; Pavel V. Bondarenko3; Vlad Zabrouskov1;
Alexander Makarov2; Zhongqi Zhang3; 1Thermofisher
Scientific, San Jose, CA; 2Thermo Fisher Scientific 
(Bremen) Gmbh, Bremen, Germany; 3Amgen, Inc., 
Thousand Oaks, CA
ThP 279 A Novel Analytical Approach for OATPs Hepatic 
Uptake Transport Assays using  LC-MS-MS; Limin 
He; Ilaria Badagnani; Adrian Fretland; William Fitch; 
Mario Monshouwer; Roche Palo Alto, Palo Alto, CA
ThP 280 Development of a LC-MS-MS Method for Measuring 
Deuterium Incorporation into DNA; Randall Purves;
Denis Normandin; Simon Wong; Yves Boie; Karen Ng; 
Kevin Bateman; Merck Frosst Canada Ltd., Kirkland, 
Canada
ThP 281 Mapping Post Translational Modifications using 
Single Aliquot/Dual Scanning Method; Valerie 
Cavett1; Stephanie M. Prater1; Simon J. Prosser2; John L. 
Cleveland1; Silvia Coenen1; Frank C. Dorsey1; Thomas 
N. Corso2; Jennifer Busby1; 1TSRI-Scripps Florida, 
Jupiter, FL; 2Advion Biosciences, Inc., Ithaca, NY
ThP 282 Causes of Dynamic Range Limitations in Proteomics 
Experiments; Chris Lock; David Cox; Stephen A Tate; 
MDS Sciex, Concord, Canada
ThP 283 Sample Injection is the Main Thing Limiting 
Chromatographic Performance: A Multi-Staged 
Approach toward Achieving “Ultra Performance” 
using Ordinary Hardware; QingPing Han; Mark J. 
Hayward; Lundbeck Research USA, Stockton, NJ
ThP 284 Identification of Oxygen Functionalities in Analytes 
by Mass Spectrometry; Jennifer N Reece; Mingkun Fu; 
Steven C Habicht; Nelson R Vinueza; Hilkka I 
Kenttamaa; Purdue University, West Lafayette, IN
ThP 285 Simultaneous Analytical Method for 44 Illegal 
Compounds in Foods by LC-ESI-MS-MS; Taehyung 
Yoon; Eunju Kim; Hyungwook Chung; Sujung Hu; 
Sung-Kug Park; Jangduck Choi; Gun-Jo Woo; Dongmi 
Choi; Korea Food & Drug Administration, Seoul, South 
Korea
ThP 286 Peptide Retention Prediction for Reversed-Phase 
Sorbents with Alternative Selectivity: Application in 
Proteomics; Chris Kuusselka1; Vic Spicer2; Kenneth G. 
Standing2; Werner Ens2; John A. Wilkins2; Oleg V. 
Krokhin2; 1Manitoba Centre for Proteomics and Systems 
Biology, Winnipeg, Canada; 2University of Manitoba, 
Winnipeg, Canada
ThP 287 Application of LC-MS-MS with APCI Source for the 
Analysis of a Liquid Crystal Mixture; Sung-Chan Jo;
Weonsik Oh; Samsung Electronics Co., Ltd., Yongin, 
South Korea
ThP 288 Polar Small Molecule Analysis in Serum by 
Pretreatment and Multi-Mode HPLC Columns; Ken 
Tseng1; Kei Oide2; Kazunori Iwata2; 1Shodex, New York, 
NY; 2Showa Denko, KK, Kawasaki, Japan
ThP 289 Determination of the Cyclic Depsipeptide FK228 in 
Human and Mouse Plasma by LC-MS; Xiaohong 
Chen1; Erin Gardner2; William Figg1; 1National Institute 
of Health, Bethesda, , MD; 2SAIC-Frederick, NCI-
Frederick, Frederick, MD
ThP 290 Methodology of Accelerating Bioanalysis Method 
Development in Drug Discovery with LC-MS-MS;
Ling Morgan1; Xin Zhang2; Lily Li3; 1Tandem Labs, 
Woburn, MA; 2Tandem Labs New England, Woburn, 
MA; 3Tandemlabs, Woburn, MA
ThP 291 Evaluation of High Sensitive Analysis of Hydrophilic 
Compounds using LC-MS-MS with Ion-Suppressor 
Device; Seiji Ito; Fumiya Nakata; Yuji Sawada; Tosoh
Corporation, Ayase, Japan
ThP 292 Indirect Analysis of a Wet Strength Resin in 
Cellulose Containing Materials by LC-MS; Teresa E. 
Peterson; Kimberly-Clark, Roswell, GA
ThP 293 Quantitative LC-MS-MS Methods Development for a 
Very Polar Aminoglycoside Compound: Gentamicin;
Deqing Xiao; Pfizer, Groton, CT
ThP 294 Determination of Plasma Epinephrine, 
Norepinephrine and Dopamine by LC-MS-MS using 
Isobaric Amine Reactive Tags; Michal Weinstock1;
Brian Williamson2; Scott B. Daniels1; Subodh Nimkar1;
Jolaine Twentyman3; Ravinder J. Singh3; Babu 
Purkayastha1; 1Applied Biosystems, Framingham , MA; 
2Ab, Framingham, MA; 3Mayo Clinic, Rochester, MN
ThP 295 Assessing the Effect of Ethylene Oxide Sterilization 
on a Therapeutic Protein in Pre-Filled Devices; Oleg 
Borisov; Galahad U. Deperalta; Victor Ling; Genentech,
South San Francisco, CA
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ThP 296 C18 Ceramide Analysis in Mammalian Cells 
Employing Reversed-Phase High Performance 
Liquid Chromatography Tandem Mass 
Spectrometry; Teka-Ann S. Haynes; Penelope J. 
Duerksen-Hughes; Maria Filippova; Valery Filippov; 
Kangling Zhang; Loma Linda University, Mentone, CA
ThP 297 Improved Overall Mass Spectral Acquisition Rates 
using a Novel HPLC Storage Loop; Charlene Bierl1;
Simon J Prosser2; Stephen R Master1; 1University of 
Pennsylvania, Philadelphia, PA; 2Advion BioSystems, 
Ithaca, NY
CLINICAL CHEMISTRY – LARGE MOLECULE, 298 - 308 
ThP 298 Demonstration by Tandem Mass Spectrometry of 
Leukocyte Cell-Derived Cheomtaxin 2(LECT2) 
Composition of Renal Amyloid; Charles Murphy;
Shuching Wang; Alan Solomon; Univ. of Tennessee 
Graduate School of Medicine, Knoxville, TN
ThP 299 Clinical Protein Analysis: Quantitation of Urinary 
Albumin by LC-MS-MS  using a Recombinant 15N 
Labeled Albumin Internal Standard and Tryptic 
Digestion; Jesse C. Seegmiller; David R. Barnidge; 
Bradley E. Burns; Timothy S. Larson; Aisha Shaikh; 
Ward H. Lutz; Rajiv Kumar; John C. Lieske; Mayo
Clinic, Rochester, MN
ThP 300 Rapid Reagentless Detection of M. tuberculosis
H37Ra in Respiratory Effluents; Kristl Adams1; Paul 
T. Steele1; Mike Bogan1; Nicole M. Sadler2; Sue 
Martin1; Audrey Martin3; Matthias Frank1; 1Lawrence 
Livermore National Laboratory, Livermore, CA; 
2University of California, Davis, CA; 3Michigan State 
University, East Lansing, MI
ThP 301 Affinity Capture and MALDI MS Analysis of 
Vancomycin-Resistant Enterococci; Ya-Shiuan Lin1;
Pei-Jane Tsai2; yu-chie chen1; 1National Chiao Tung 
Univ., Hsinchu, Taiwan; 2National Applied Research 
Laboratories, Taipei, Taiwan
ThP 302 Ceruloplasmin Quantitation in Dried Blood Spots by 
LC-MS-MS for Newborn Screening of Wilson 
Disease; Katerina Sadilkova 1; Amy R. de Wilde2;
Martin Sadilek3; Valeria Vasta1; Sihoun Hahn2; 1Seattle
Children's Research Institute, Seattle, WA; 2University of 
Washington School of Medicine, Seattle, WA; 
3University of Washington, Seattle, WA
ThP 303 Lipoprotein Compositional Changes Due to Storage: 
An Important Factor to Consider in Biomarker 
Discovery; Haihong Zhou; Laura Swift; Ekaterina G. 
Deyanova; Kai Zhou; Matthew Mazur; Fanyu Meng; 
Robert Settlage; Yudong He; Xuemei Zhao; Nathan 
Yates; Ronald Hendrickson; Merck Research 
Laboratories, Rahway, NJ
ThP 304 Multiplexed Screening of the Cellular Uptake of Gold 
Nanoparticles using Laser Desorption/Ionization 
Mass Spectrometry (LDI-MS); Zhengjiang Zhu; Partha 
Ghosh; Oscar R. Miranda; Vincent M. Rotello; Richard 
W. Vachet; University of Massachusetts Amherst, 
Amherst, MA
ThP 305 Discovering Glycomic Markers for Prostate Cancer 
by Analyzing Serum Before and After Prostatectomy;
Maria Lorna De Leoz1; Hyun Joo An1; Scott 
Kronewitter1; Sean Beecroft1; Jaehan Kim1; Ruth 
Vinall2; Suzanne Miyamoto2; Ralph deVere White2; Kit 
S. Lam2; Carlito Lebrilla1; 1University of California, 
Davis, CA; 2Uc Davis Cancer Center, Sacramento, CA
ThP 306 Mass Spectrometric Quantification of Cardiolipin in 
Human Serum by MALDI-TOF with HPLC/ ESI-MS 
Validation; Elizabeth Ogbonna 2; Kai Hamazaki1;
Alfred L. Yergey2; Hee-yong Kim1; 1NIAAA, NIH, 
Bethesda, MD; 2NICHD, NIH, Bethesda, MD
ThP 307 Leukotriene E4 in Human Urine:  Comparison of 
On-Line Purification and Liquid Chromatography-
Tandem Mass Spectrometry with Enzyme 
Immunoassay; Michael Armstrong; Nichole Reisdorph; 
Weiming Shen; Andy Liu; Ron Harbeck; National
Jewish Medical and Research Center, Denver, CO
ThP 308 Rapid Multidrug-Resistance Profiling and 
Characterization of Mycobacterium Tuberculosis;
Christian Massire1; Cristina Ivy1; Natalia E. Kurepina2;
Dorothy Fallows2; Barry N. Kreiswirth2; Gilla Kaplan2;
Lawrence B. Blyn1; Ranga Sampath1; Steven A. 
Hofstadler1; David J. Ecker1; 1Ibis Biosciences, Inc., 
Carlsbad, CA; 2Public Health Research Institute, 
Newark, NJ
SMALL MOLECULE ANALYSIS FOOD: 
RELATED AND OTHER, 309 - 328 
ThP 309 Electrospray Ionization FT-ICR/MS Analysis of Iron 
and Ruthenium Complexes: Study of Oxidation and 
Solvent Effects; Jeremie Ponthus; Christophe Roullet; 
Claudine Rangheard; Cecilia Citadelle; Institut Francais 
du Petrole, Vernaison, France
ThP 310 Polyphenol Analysis in Tea Extracts and Wines by 
LC-MS-MS; Ruiqing Qiu; Johnie Brown; Stephen J. 
Lock; Applied Biosystems, Framingham, MA
ThP 311 Determination of Fatty Acid Composition of 
Triglycerides and Edible Oils with Graphite-Assisted 
Laser Desorption/Ionization (GALDI) Mass 
Spectrometry; Jiangwei Li1; Hui Zhang2; Haitao Guo1;
Edward S. Yeung1; 1Iowa State University, Ames, IA; 
2Pfizer Inc., Groton, CT
ThP 312 Differentiation of Some Cyclic and Bicyclic ȕ-Amino
Acid Diastereomers Studied by Kinetic Method; Anna 
R. M. Hyyryläinen1; Jaana M. H. Pakarinen1; Ferenc 
Fülöp2; Pirjo Vainiotalo1; 1University of Joensuu, 
Joensuu, Finland; 2University of Szeged, Szeged, 
Hungary
ThP 313 Enantioselective Determination of Acebutolol 
Enantiomers in Human Plasma by Liquid 
Chromatography with Tandem Mass Spectrometry 
using Cellobiohydrolase Chiral Stationary Phase;
Hongliang Jiang; Xiang-yu Jiang; Qin Ji; Covance
Laboratories Inc., Madison, WI
ThP 314 Liquid Chromatography/Tandem Mass 
Spectrometric Method for the Quantification of 
Trans, Trans-2,4-Decadienal in Restaurant Kitchen;
Chiying Wang; Hui Ling Lee; Dennis Paul Hsientang 
Hsieh; Kuen-Yuh Wu; National Health Research 
Institutes, Miaoli, Taiwan
ThP 315 Effects of Matrix Constituents and Ion Source 
Conditions on Electrospray Ionization Behavior of 
Byproducts Formed During Lignocellulosic Biomass 
Pretreatment Processes; Ramin Vismeh; Shishir P. S. 
Chundawat; Venkatesh Balan; Bruce E. Dale; A. Daniel 
Jones; Michigan State University, East Lansing, MI
ThP 316 Liquid Chromatography/Multi-Stage Mass 
Spectrometry for the Determination of Bisphenol 
Diglycidyl Ethers and its Derivatives in Canned 
Foods; Maria Teresa Galceran; Hector Gallart-Ayala; 
Encarnacion Moyano; University of Barcelona, 
Barcelona, SPAIN
ThP 317 Mass Spectra of Cyclic Phosphonates and 
Phosphothionates Related to Chemical Weapon 
Convention; Meehir Palit; Gary Mallard; Org. for the 
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Prohibition of Chemical Weapon (OPCW), The Hague, 
Netherlands
ThP 318 Easy Ambient Sonic-Spray Ionization Mass 
Spectrometry (EASI-MS) for Quality Control and 
Typification of Biodiesel; Renato Haddad; Rodrigo R 
Catharino; Marcos N Eberlin; Thomson Lab Unicamp, 
Campinas, Sp, Brazil
ThP 319 Determination of Pesticide Residues in Foods using 
LTQ Orbitrap Mass Spectrometer; CheongTae Kim1;
Jongsoo Park2; 1NongShim Co., Ltd., Seoul, South 
Korea; 2Euro Science Co., Ltd., Seoul, South Korea
ThP 320 Identification of Impurities in the CCQM Sample by 
Ion Trap Time-of-Flight Mass Spectrometry; Kang 
Ma1; Leren Wan2; Ting Huang1; Jingsong Wu2; Yuki 
Hashi2; 1National Institute of Metrology of China, 
Beijing, China; 2Shimadzu Beijing Office, Beijing, China
ThP 321 HPLC-ESI-MS Analysis of Laccase-Catalyzed 
Decolourization of Malachite Green; Kumarasamy 
Murugesan; In-Hee Yang; Young-Mo Kim; Jong-Rok 
Jeon; Yoon-Seok Chang; POSTECH, Pohang, South 
Korea
ThP 322 Identification of Additives and Pesticides in Food and 
Water using Accurate Mass, Isotopic Mass Defects, 
and the “Rule-of-Three”; Earl Michael Thurman;
Imma Ferrer; CEMS, University of Colorado, Boulder, 
CO
ThP 323 Trimeric Cluster Formation – Important Step in 
Chiral Discrimination using Cooks´ Kinetic Method;
Karel Lemr1; Vaclav Ranc1; Petr Bednar1; Vladimir 
Havlicek2; 1Palacky University, Olomouc, Czech 
Republic; 2Institute of Microbiology, Prague 4, Czech 
Republic
ThP 324 Study for Measuring Accurate Composition of 
Insoluble Phthalocyanine Pigments by Mass 
Spectrometry; Shuji Kagawa; Mitsubishi Chemical 
Group, Yokohama, Japan
ThP 325 Enatiomeric Discrimination between  D- and L- 
Amino Acids using Optically Pure (+)/ (-) Na2[Sb2(L-
, D-tart)2] as Chiral-Selectors by ESI-MS; Aruna B. 
Wijeratne; Sandra E. Spencer; Daniel W. Armstrong; 
Kevin A. Schug; University of Texas, Arlington, TX
ThP 326 Unique Fragmentation Pattern of EDTA-Fe(III) by 
Ion Trap Time of Flight Mass Spectrometry with 
Negative Electrospray Ion Source; Leren Wan1; Fan 
Xiang2; Hashi Yuki1; 1Shimadzu Beijing Office, Beijing, 
China; 2Shimadzu Biotech, Pleasanton, CA
ThP 327 Identification and Quantitation of Sorbitol-Based 
Nuclear Clarifying Agents Extracted From Common 
Polypropylene-Derived Laboratory and Consumer 
Plasticware; Jeffrey G. McDonald1; Carolyn L. 
Cummins1; Robert M. Barkley2; Bonne M. Thompson1;
Holly A. Lincoln1; 1UT Southwestern Medical Center, 
Dallas, TX; 2Univ. of Colorado Denver, Aurora, CO
ThP 328 Two-Dimensional SFC/SFC/MS for the Analysis of 
Chiral Compounds; Lu Zeng; Rongda Xu; Derek B. 
Laskar; Daniel B. Kassel; Takeda San Diego, Inc., San 
Diego, CA
QUANTITATION OF SMALL MOLECULES/BIOANALYSIS,  
329 - 348 
ThP 329 Method Validation for Application of Artificial 
Cerebrospinal Fluid in Bioanalysis; Yongkai Sun;
Qingguo Tian; Voon Ong; Memory Pharmaceuticals, 
Montvale, NJ
ThP 330 Determination of Zolendronic Acid in Human and 
Dog Saliva using High-Performance Liquid 
Chromatography and Tandem Mass Spectrometry;
Belle Liu; Nina Cauchon; Peter zhou; Amgen Inc., 
Thousand Oaks, CA
ThP 331 Case Studies of Accurate Measurement of Small 
Molecules Drugs in Various Tissues: Knowledge 
Versus Assumption; Marcele l. Barroso; Kris King; 
Chris Tran; Xin Zhang; Tandem Labs, Woburn, MA
ThP 332 Determination of 2-Pyrrolidinone in Swine Liver and 
Muscle by LC-MS-MS; Yuhui Yang; Louis Crouch; 
Farhad Sayyarpour; Schering-Plough Research Institute, 
Lafayette, NJ
ThP 333 LC-MS-MS Bioanalysis of Acidic and Basic 
Compounds Utilizing a Double Liquid-Liquid 
Extraction with a pH Change in between; Rachel Sun;
Gary Overdorf; Bioanalytical Systems, Inc., West 
Lafayette, IN
ThP 334 Subchronic Carcinogen Dosing and Native Metabolic 
DNA Adduct Formation Monitored by LC-MS;
James Glick; Paul Vouros; Northeastern University, 
Boston, MA
ThP 335 Quantification of Etheno DNA Adduct by Isotope 
Dilution Capillary Liquid Chromatography 
Nanospray Ionization Tandem Mass Spectrometry;
Hauh-Jyun Candy Chen; Chia-Yen Wu; National Chung 
Cheng Univers, Chia-Yi, Taiwan
ThP 336 LC-MS-MS Quantification of Neurotransmitter 
Biomarkers for Efficacy Measurements; David P. 
Budac; Mark J. Hayward; Lundbeck Research US, 
Paramus, NJ
ThP 337 Evaluation of Precision, Accuracy and Dilution 
Reliability in Upper Portions of Quadratic 
Calibration Curves in LC-MS and LC-MS-MS 
Bioanalytical Methods; Alexandre Cadieux; Troy 
Bradley; Fabio Garofolo; Algorithme Pharma Inc., Laval 
(Montreal), QC, Canada
ThP 338 A Sensitive and High Throughput Assay for the 
Quantitation of Volatile Amines in Bio-fluids using 
Aqueous Normal Phase LC-MS-MS; Michael Ma; 
Wechao Chen; Yong Q. Tang; Arena Pharmaceuticals, 
San Diego, CA
ThP 339 Measurement of Testosterone in Human Urine by 
Direct Injection using Nano-Pump Switching with  
Nanospray Tandem Mass Spectrometry(?ESI-MS-
MS); Daniel Magiera1; Mike S. Lee2; Gary Valaskovic3;
1Molecular MS Diagnostics, Cranston, RI; 2Milestone
Development Services, Newtown, PA; 3New Objective, 
Inc., Woburn, MA
ThP 340 Detection and Quantification of Sirtuin Metabolite O-
Acetyl-ADP-Ribose (OAADPr) in Mouse Liver 
Extracts using 13C-OAADPr and LC-MS-MS; Susan 
Lee; Lei Tong; John M Denu; UW Madison, Madison, 
WI
ThP 341 Assessing Receptor Occupancy at the D2 Receptor:  
Quantitation of Cold Raclopride after Blocking with 
Haloperidol by LC-MS-MS; James P. Bulgarelli1;
Norman C. Ledonne, Jr. 1; Paul Altiero1; Donna L. 
Maier2; Dan Widzowski2; Teng Peng2; My Linh T. Do2;
1Discovery DMPK, AstraZeneca Pharmaceuticals, 
Wilmington, DE; 2Neuroscience Biology, AstraZeneca 
Pharmaceuticals, Wilmington, DE
ThP 342 Serum Retinoid Levels are Decreased While 
Lysophosphatidic Acid Levels are Increased in 
Response to Liver Injury (Fibrosis) in Rats; hideji 
fujiwara; Maria A Payne; Jon A Klover; Marek M 
Nagiec; W. Rodney Mathews; Pfizer Global R&D, 
Chesterfield, MO
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ThP 343 A Sensitive and Rugged Method to Measure 
Endogenous Levels of Homocysteine, S-
adenosylmethionine(SAM) and S- 
adenosylhomocysteine(SAH) n Biological Samples 
using LC-MS-MS; Suzie Yeh; Na Sang; Bart Emary; 
Rena Zhang; Merck & Co., Inc, West Point, PA
ThP 344 Comparison of Atmospheric Pressure Ionization 
Techniques for Quantitative Tandem Mass 
Spectrometry of Seven Androgens of Interest in 
Prostate Cancer Research; Fred Bjorn Lih1; Mark A. 
Titus2; James L. Mohler2; Kenneth B. Tomer1;
1NIEHS/NIH, RTP, NC; 2Roswell Park Cancer Institute, 
Buffalo, NY
ThP 345 Comparison of Laser Diode Thermal Desorption 
(LDTD) Source vs LC-MS for the Analysis of a 
Theraputic Drug in Biological Extracts; Tony Edge1;
Christopher Smith1; Steve Hill1; Pierre Picard3; Sylvain 
Letarte2; Ian D. Wilson1; Peter Vince 1; 1AstraZeneca, 
Macclesfield, UK; 2Phytronix Technologies, Blainville, 
QC; 3Phytronix Technologies, Inc., Quebec, QC
ThP 346 Accelerating High Quality Bioanalytical LC-MS 
Assays in a Regulated Environment; Ethan R. 
Badman; Zhenmin Liang; Surendra Bansal; Hoffmann-
La Roche, Inc., Nutley, NJ
ThP 347 Development of a Multiplexed Bioanalytical Method 
to Support Simultaneous  LC-MS-MS Analysis of 
Phosphate Ester Prodrug and Parent Pharmaceutical 
Compounds; Marc Browning; Daniel G. Morgan; 
Timothy Olah; Bristol-Myers Squibb Company, 
Wallingford, CT
ThP 348 A Novel LC-MS-MS Bioanalytical Method for the 
Accurate Measurement of Anandamide Level in Rat 
Brain Samples; Min Wan; Siwei Ding; Sophia Yap; 
Jerry Miller; Renovis, South San Francisco, CA
METABOLOMICS 3 - METHODS, 349 - 379 
ThP 349 Dual Post-Column Addition for Enhanced Plant 
Metabolomics by (-)ESI-LC/FTICR-MS; Jun Han1;
Dustin Lippert2; Darryl Hardie 1; Monica H. Elliott1;
Ryan M. Danell3; Joerg Bohlmann2; Christoph H. 
Borchers1; 1University of Victoria-Genome BC 
Proteomics Center, Victoria, BC, Canada; 2University of 
British Columbia, Vancouver, BC, Canada; 3Danell
Consulting, Greenville, NC
ThP 350 Mass Spectrometry Protocols to Differentiate Target 
and/or Unknown Metabolites from Breakdown 
Products; Ill Yang1; Shengmin Sang2; Lisa M. Domico3;
Gail D. Zeevalk4; Chung S. Yang2; Brian T. Buckley1;
1Bionomics Research & Technology Center, EOHSI, 
Piscataway, NJ; 2Ernest Mario School of Pharmacy, 
Rutgers, Piscataway, NJ; 3Children's Hospital of 
Philadelphia, Philadelphia, PA; 4University of Medicine 
and Dentistry of New Jersey, Piscataway, NJ
ThP 351 Determination of Differentiating Skin Lipids for 
Phenotypic Murine Variations using Statistical 
Analysis Software to Process HPLC-MS Data; Johnie 
Brown 1; Yoshikazu Uchida2; Walter Holleran2; Susan 
C. Leonard1; Ruiqing Qiu1; Jeffrey Miller1; 1Applied
Biosystems, Framingham, MA; 2School of Medicine, 
UCSF, San Francisco, CA
ThP 352 MassBank : Mass Spectral Database for Metabolome 
Analysis; Hisayuki Horai1; Masanori Arita2; Takaaki 
Nishioka1; 1Keio University, Tsuruoka, Japan; 
2University of Tokyo, Kashiwa, Japan
ThP 353 A Data Analysis Algorithm for Automated Relative 
Quantification of Stable Isotope-Labeled Metabolites;
Michael R. Shortreed; Ju Shin Lee; Brian L. Frey; Lloyd 
M. Smith; University of Wisconsin, Madison, WI
ThP 354 Endogenous Profiling of Sebum Lipid Components 
for Metabonomics Applications; Joelle Onorato; Petia 
Shipkova; Michael D. Reily; Bristol-Myers Squibb, 
Princeton, NJ
ThP 355 Probing Drug Mechanism of Action via Cellular 
Metabolomics and Fluxomics:  An Unexpected Effect 
of the Dihydrofolate Reductase Inhibitor 
Trimethoprim; Yun Kyung (Sophia) Kwon; Wenyun 
Lu; Joshua D. Rabinowitz; Princeton University, 
Princeton, NJ
ThP 356 Resolving Ionic Metabolites with Ion Pair/Reverse 
Phase LC-MS; Baichen Zhang1; Leslie M. Hicks2;
1Donald Danforth Center, St Louis, MO; 2Danforth
Center, St. Louis, MO
ThP 357 Discerning Isomeric Metabolites using High 
Resolution Mass Spectral Trees; Piotr T. Kasper1;
Miguel Rojas1; Agnieszka Kraj2; Theo Reijmers2; Rob 
van der Heijden2; Thomas Hankemeier1; 1Netherlands
Metabolomics Centre, Leiden University, Leiden, 
Netherlands; 2Leiden University, Leiden, Netherlands
ThP 358 Eicosanoids by LC-MS-MS: Sensitive Multi-Target-
Profiling Combined with Structural Verification for 
Evaluation of Potential Biomarkers; Uta Ceglarek2;
Axel Besa3; Roland Geyer1; 1Applera Europe B.V., 
Rotkreuz, Switzerland; 2ILM, University Hospital 
Leipzig, 04103 Leipzig, Germany; 3Applied Biosystems, 
Darmstadt, Germany
ThP 359 Mapping of Chemical and Biochemical Relationships 
of Mass Spectrometry-Based Metabolomics Data;
Dinesh Kumar; Tobias Kind; Oliver Fiehn; UC Davis, 
Davis, CA
ThP 360 Metabolite Identification using a Novel 
Nanoelectrospray LC-EC-array-MS Integrated 
System; Susan Schiavo1; Erika Ebbel2; Swati Sharma3;
Wayne Matson3; Bruce Kristal4; Paul Vouros1;
1Northeastern University, Boston, MA; 2Boston U School 
of Medicine, Boston, MA; 3Bedford VA Hospital, 
Bedford, MA; 4Brigham + Women's Hospita, Boston, 
MA
ThP 361 Automated On-Line Sample Cleanup and LC-MS-
MS Determination of Catecholamines and Related 
Compounds in Rat Brain Striatum; Ge Zu2; Li 
Zhang1; Monika Wrona2; Glenn Dryhurst2; 1Penn State 
University, University Park, PA; 2University of 
Oklahoma, Norman, OK
ThP 362 Application of the Accurate Mass and Time Tag 
Approach in Lipidomics Studies of Type 1 Diabetes 
Mellitus; Christina Sorensen 1; Jie Ding1; Qibin Zhang1;
Patricia W. Mueller2; Richard D. Smith1; Tom Metz1;
1Pacific Northwest National Laboratory, Richland, WA; 
2United States Centers for Disease Control, Atlanta, GA
ThP 363 Profiling of Cationic Metabolites in Human CSF by 
LC-MS; Khin Than Myint2; Ken Aoshima1; Satoshi 
Tanaka2; Tatsuji Nakamura1; Yoshiya Oda1; 1Laboratory
of Core Technology, Eisai Co., Ltd., Tsukuba, Ibaraki 
300-2635, Japan; 2CREST, Japan Science and 
Technology, Saitama 332-0012, Japan
ThP 364 Paired Stable Isotope Metabolic Tracers (PSIMT): A 
Novel Approach for Elucidation and Discovery of 
Drug Metabolites; Nicolas A. Stewart1; Jennifer N. 
Sutton2; Raman Venkataramanan1; Michael Athanas3;
Robert A. Branch1; Thomas P. Conrads1; 1University of 
Pittsburgh, Pittsburgh, PA; 2Thermo Fisher Scientific, 
Cambridge, MA; 3Vast Scientific, Cambridge , MA
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ThP 365 Identification of Metabolomic Components from 
Urine using Retention Time, Accurate Mass Database 
and a Molecular Formula Generator; Theodore R. 
Sana; Keith Waddell; Steven M. Fischer; Agilent
Technologies, Santa Clara, CA
ThP 366 Sniper Metabolomics of Biofluids for Disease State 
Biomarker Discovery; Bridgit O. Crews; Sunia 
Trauger; Gary Siuzdak; The Scripps Research Institute, 
La Jolla, CA
ThP 367 A Quick Mass Spectrometry Based Tissue 
Metabolomics Method: Multi-Fraction Preparation 
using Automated Homogenizer and Liquid-Liquid 
Extraction; Xiang He; PPD Biomarker Discovery 
Sciences, LLC, Menlo Park, CA
ThP 368 Automated and Quantitative Extraction of 
Metabolites from Bacteria; Munehiro Teshima; Norma 
Pawley; John Dunbar; Clifford Unkefer; Pat Unkefer; 
Los Alamos National Laboratory, Los Alamos, NM
ThP 369 Development of an HPLC-TOF-MS Screening-
Platform to Assess ppHypSys-Dependent Metabolic 
Changes in Nicotiana Attenuata during Insect 
Herbivory; Matthias Schoettner1; Eva Rothe1;
Emmanuel Gaquerel1; Beatrice Berger1; Birgit 
Schneider2; Robert Fazette3; Gabriela Zurek2; Ian T. 
Baldwin1; 1Max Plack Institute for Chemical Ecology, 
Jena, Germany; 2Bruker Daltonik GmbH, Bremen, 
Germany; 3Bruker Daltonics, Billerica, MA
ThP 370 13C-/12C-Stable Isotope Labeling for ESI Signal 
Enhancement and Absolute Quantitation of 
Metabolomes; Kun Guo; Liang Li; University of 
Alberta, Chemistry Dept., Edmonton, Canada
ThP 371 Nanostructure Initiator Mass Spectrometry (NIMS): 
Profiling of Xenobiotic and Endogenous Metabolites 
in Biological Tissues and Biofluids; Oscar Yanes1;
Trent Northen1; Mayra N. Estrada1; Wilasinee 
Uritboonthai1; Paul H Benton1; Michael J Potchoiba2;
Marianne Manchester1; Gary Siuzdak1; 1The Scripps 
Research Institute, La Jolla, CA; 2Pfizer Global 
Research and Development, Groton, Connecticut
ThP 372 Metabolomics using LCMS Data Represented by 
Single Spectra; Gordana Ivosev; Ron Bonner; Lyle 
Burton; MDS Sciex, Concord, Canada
ThP 373 A Software Suite for Comprehensive Detection, 
Annotation and Comparison of Peaks Detected by 
LC-FTICR-MS; Nozomu Sakurai1; Yukiko Nakamura1;
Yoko Iijima1; Takeshi Ara1; Yoshiyuki Ogata1; Ken-ichi 
Tanaka2; Koh Aoki1; Koei Okazaki1; Hideyuki Suzuki1;
Daisaku Ohta3; Shigehiko Kanaya2; Kazuki Saito4;
Daisuke Shibata1; 1Kazusa DNA Research Institute, 
Kisarazu, Japan; 2Nara Inst. Sci. Technol, Ikoma, 
Japan; 3Osaka Prefecture Univ., Sakai, Japan; 4Chiba
Univ., Chiba, Japan
ThP 374 Targeted Metabolomics – Simultaneous and 
Quantitative LC-MS-MS Analysis of Energy 
Metabolism Intermediates in Biological Samples;
Therese Koal; Doreen Kirchberg; Cornelia Röhring; 
Sascha Dammeier; Hans-Peter Deigner; Klaus 
Weinberger; BIOCRATES Life Sciences AG, Innrain 66, 
A-6020, Innsbruck, Austria
ThP 375 Automated Mass Spectra Interpretation Approach to 
Data Reduction for LC-MS Metabonomics Analysis;
Serhiy Hnatyshyn13; Mark Sanders2; Petia Shipkova13;
Emily Luk13; Bethanne Warrack13; Michael Reily13;
1Bristol-Myers Squibb, Princeton, NJ; 2Thermo Fisher 
Scientific, San Jose, CA; 3Bristol-Myers Squibb, 
Hopewell, NJ
ThP 376 The Characterization of a Novel Endogenous 
Metabolite and its Protein Interactions through 
Untargeted Metabolomics and Proteomics; Sunia A. 
Trauger; Jaroslaw Kalisiak; Ewa Kalisiak; Gary 
Siuzdak; The Scripps Research Institute, La Jolla, CA
ThP 377 Utility of Stable Labels for Metabonomics: 
Metabolites of Bromoethylamine, a Potent 
Nephrotoxicant; Petia Shipkova1; Mark Sanders2;
Serhiy Hnatyshyn1; Haiying Zhang1; Bethanne 
Warrack1; Nelly Aranibar1; Jeff Vassallo1; Lois Lehman-
McKeeman1; 1Bristol Myers Squibb, Princeton, NJ; 
2Thermo Fisher Scientific, Somerset, NJ
ThP 378 Chemical Reference Libraries are Essential for 
Structural Elucidation in Metabolomics; John 
Lennon; Anne Evans; Eric Milgram; Metabolon, Inc., 
Durham, NC
ThP 379 Evaluation of Columns and Gradients for LC-MS-
Based Non-Targeted Metabonomics; Chiuwa Emily 
Luk1; Serhiy Hnatyshyn1; Mark Sanders2; Petia 
Shipkova1; Bethanne Warrack1; 1Bristol-Myers Squibb 
Co, Princeton, NJ; 2Thermo Fisher Scientific, Somerset, 
NJ
PEPTIDES:  GLYCOPEPTIDES, 380 - 390 
ThP 380 Improved Site-Specific Glycopeptide Profiling of 
Pharmaceutical Compounds by Novel Enrichment 
Strategies and Online Capillary LC-ESI and 
MALDI-MS-MS Analysis; Paige Weis1; Jessica 
Wohlgemuth2; Thomas Eichhorn2; Christian Hunzinger2;
Robertus Hendriks2; Sven Andrecht2; 1EMD
Biosciences, Inc., Madison, WI; 2Merck KGaA, 
Darmstadt, Germany
ThP 381 Exploiting the Differential Fragmentation of O-
linked Glycopeptide Ions for the Elucidation of 
Protein Glycosylation; Richard Seipert; Eric D. Dodds; 
Carlito Lebrilla; University of California Davis, Davis, 
CA
ThP 382 On-Target Digestion using Ionic Liquid Matrixes for 
Glycopeptide Analysis; Yuko Fukuyama; Atsuhiko 
Toyama; Koichi Tanaka; Shimadzu corporation, Kyoto, 
Japan
ThP 383 Identification of an IgG Degradants Detected by Size 
Exclusion Chromatography and Electrophoretic 
Techniques using Electrospray Ionization and 
MALDI Mass Spectrometry; Li Zang; Andy Blum; 
Hans Fajardo; Damian Houde; Richard Strong; Zoran 
Sosic; Rohin Mhatre; Yelena Lyubarskaya; Analytical
Development Dept., BiogenIdec Inc., Cambridge, MA
ThP 384 Characterisation of Mucin-Like Glycopeptide Linker 
Domains; Pia H. Jensen1; Daniel Kolarich1; Helena 
Nevalainen1; Hans J. Wirth2; Nicolle H. Packer1;
1Macquarie University, North Ryde, Australia; 2SGE
Analytical Science, Ringwood, Australia
ThP 385 Functionalized MALDI Surface for Specific 
Detection of Glycopeptides; Mohammed Kajjout;
Caroline Tokarski; Séverine Le Gac; Christian Rolando; 
Univ. des Science/Tech de Lille, Villeneuve d'Ascq, 
France
ThP 386 Mapping Tissue-Specific Expression of Extracellular 
Proteomes; Yuan Tian; Hui Zhang; Johns Hopkins 
University, Baltimore, MD
ThP 387 A Combination Strategy to Analyze the N-Linked 
Sialylated Glycoproteins Based on Protein Separation 
by 2DE; Piliang Hao; Yan Ren; Siqi Liu; Beijing
Genomics Institute, CAS, Beijing, China
ThP 388 Combined X!Tandem Identification of N – 
Glycosylated and Unmodified Peptide CID MS2 
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Spectra with Prior Glycan Related Peak Filtering;
Sakari Joenväärä1; Hannu Peltoniemi1; Ilja Ritamo2;
Risto Renkonen3; 1MediCel Ltd, Helsinki, Finland; 
2Finnish Red Cross Blood Service, Helsinki, Finland; 
3Haartman Institute, Helsinki University, Helsinki, 
Finland
ThP 389 Determination of the Glycopeptide Structure of 
Insulin and IGF-I Receptors; Sergei Ilchenko1; Mark 
R. Chance1; Linda J. Whittaker2; Jonathan Whittaker2;
1Center for Proteomics,Case Western Reserve Univer, 
Cleveland, OH; 2Depart. of Nitrition, Case Western 
Reserve Univer, Cleveland, OH
ThP 390 De Novo Glycan Structure Search with Protonated 
CID MS-MS Spectra of Native N-glycopeptides;
Hannu Peltoniemi1; Sakari Joenväärä1; Ilja Ritamo3;
Risto Renkonen2; 1MediCel Ltd, Helsinki, Finland; 
2Haarman Institute, Helsinki University, Helsinki, 
Finland; 3Finnish Red Cross Blood Service, Helsinki, 
Finland
LCMS SAMPLE PREPARATION, 391 - 412 
ThP 391 Improved Throughput and Reproducibility Utilizing 
Turbulent Flow Online Sample Preparation in 
Quantitative SRM Analyses of Furosemide in Equine 
Plasma; Heidi M Snapp2; Jeffrey Rudy1; Joseph 
DiBussolo3; Hidehiko Hazumaya2; Cornelius Uboh4;
1PA Equine Toxicology, West Chester, PA; 2University
of Pennsylvania, Kennett Square, PA; 3Thermo Fisher, 
Franklin, MA; 4West Chester Univ., West Chester, PA
ThP 392 Novel Automated Sample Preparation Procedures for 
LC-MS-MS using Hamilton Microlab AT Plus 2 
Robot and 96-Well Protein Precipitation Plates; Jie 
Zhang; Shimin Wei; Tom Smith; Francis Tse; Novartis
Pharmaceuticals Corp, East Hanover, NJ
ThP 393 Method Development and Validation of an APCI LC-
MS-MS Method for Midazolam and 1'-Hydroxy-
Midazolam in Human Plasma; Stacey L. Zeman; Sarah 
M. Burke; Rachel Antico; Sara L. Jones; George P. Hade 
III; Advion BioSciences, INC, Ithaca, NY
ThP 394 A New Online SPE/LC-MS-MS Method for 
Screening 128 Relevant Pesticides in Fruit and 
Vegetables; Meike Baden1; Norbet Helle1; Fredrick D. 
Forster2; Juergen Wendt3; 1TeLA GmbH Bremerhaven, 
Bremerhaven, Germany; 2Gerstel GmbH & Co KG, 
Muelheim an der Ruhr, Germany; 3Agilent
Technologies, Waldbronn, Germany
ThP 395 Determination of Roxithromycin in Human Plasma 
by LC-MS-MS; Bipin Vanmalibhai Patel1; Mandev 
Patel2; 1Cadila Pharmaceuticals Ltd, Ahmedabad, India; 
2Visnagar College of Pharmacy, Visnagar, India
ThP 396 Matrix Blind Generic On-Line Method for Biological 
Fluids; Francois Espourteille; Chris Esposito; Thermo 
Fisher Scientific, Franklin, MA
ThP 397 Extraction of Propranolol and 4-hydroxy 
Propranolol Metabolite from Rat Plasma using 
Biocompatible Solid Phase Micro Extraction 
(SPME); Janusz Pawliszyn2; Dajana Vucokovic2; Craig 
Aurand1; Katherine Stenerson1; Robert Shirey1; Leonard 
Sidisky1; Yong Chen1; 1Supelco/ Sigma Aldrich, 
Bellefonte, PA; 2University of Waterloo, Waterloo, ON, 
Canada
ThP 398 Evaluating the Matrix Effect of Esterase Inhibitors as 
Analyte Stabilizers on Bioanalysis by LC-MS-MS;
Naiyu Zheng1; Jianing Zeng1; Eliza N. Fung1; Adela 
Buzescu1; Paul Crane2; Mark E. Arnold1; 1Bristol-Myers
Squibb Research & Development, Princeton, NJ; 
2Bristol-Myers Squibb Medical Imaging Group, 
Billerica, MA
ThP 399 Determination of Sedative-Hypnotic Drugs in Urine 
by using LC-MS-MS; Ren-Jye Lee; Chiou-Shu Lin; 
Chung-Yu Chen; Maw-Rong Lee; National Chung-
Hsing University, Taichung, Taiwan
ThP 400 The Development of a Two-Leveled Orthogonal 
Interface for On-Line Coupling Solid Phase 
Extraction and Capillary Electrophoresis-Mass 
Spectrometry; Wei-Han Li; Guor-Rong Her; National
Taiwan University, Taipei, Taiwan
ThP 401 LC-MS-MS Method for the Rapid Determination of 
Melamine and Cyanuric Acid in Pet Food Samples;
Adrian Taylor; Sylvie Beaudet; Mauro Aiello; Takeo 
Sakuma; MDS Analytical Technologies, Concord, 
Canada
ThP 402 Method Development and Validation of EC0225, a 
Novel Folate Receptor-Specific Anti-Tumor Agent in 
Human Plasma by LC-MS-MS; Overcoming Stability 
Challenges; Dale Campbell1; Jeff Nicoson2; Nikki 
Parker2; Chris Leamon2; Daniel Mulvana1; 1Advion
BioServices, Ithaca, NY; 2Endocyte, Inc., West Lafayette, 
IN
ThP 403 Evaluation of Plasma Extract Cleanliness using 
Various Commercially Available Mixed-Mode Resin-
Based Cation Exchange Spe Sorbents; Lee Williams; 
Matthew Cleeve; Scott Merriman; Steve Plant; Steve 
Jordan; Joanna Smith; Richard Calverley; Biotage GB 
Limited, Hengoed, UK
ThP 404 Analysis of Resveratrol in Balb/c Mice Serum using 
UPLC-Tandem Mass Spectrometry; Nathan C. 
Twaddle1; Martin S. Hoagland2; Joseph S. Sandhorst2;
William G. Helferich2; Daniel R. Doerge1; 1NCTR/FDA, 
Jefferson, AR; 2University of Illinois, Champaign, IL
ThP 405 Determination of Florfenicol Amine in Swine Tissues 
by Hydrophilic Interaction LC-MS-MS; Yuhui Yang;
Louis Crouch; Farhad Sayyarpour; Schering-Plough
Research Institute, Lafayette, NJ
ThP 406 Sensitive Assays using HILIC-SPE and HILIC-LC-
MS-MS for Quantification of Hydrophilic Anti-
Influenza Drugs; Niklas Lindegardh; Warunee 
Hanpithakpong; MORU, Bangkok, Thailand
ThP 407 Faster, More Reliable Automated Analysis by 
Polymeric Mixed Mode SPE with Narrow Particle 
Size Distribution”; William Hudson; Paul A 
Boguszewski; Varian, Inc., Lake Forest, CA
ThP 408 Determination of Bisphenol A Diglycidyl Ether and 
its Derivatives in Canned Foods using Liquid 
Chromatography/Electrospray Ionization Tandem 
Mass Spectrometry; Jungju Seo; Mi-Jin Lee; Korea
Basic Science Institute, Seoul, South Korea
ThP 409 Automated SPE Method Development and 
Bioanalysis of 2,3-dinor-iPF2Į-III in Urine; Kenneth 
C. Lewis 1; John D. Lennon1; Kim Gamble2; 1OpAns, 
LLC, Durham, NC; 2Microliter Analytical Supplies, 
Suwanee, GA
ThP 410 LC-MS Determination of Tiopronin and Metabolites 
in Biological Matrix after Stabilization with Isobutyl 
Acrylate; Alexandre Pimenov; Jeffry Plomley; Timothy 
Samuels; Charles River Laboratories, Senneville 
(Montréal), Canada
ThP 411 Sample Preparation and Protein Removal:- A 
Comparison of Serum Protein Removal with Various 
Sample Preparation Techniques using Gel 
Electrophoresis; Lee Williams1; Steve Jordan1;
Matthew Cleeve1; Richard Calverley1; Joanna Smith1;
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Richard Jones2; Jason T. Taylor2; Rick Edmondson2;
1Biotage GB Limited, Hengoed, UK; 2Fda/nctr,
Jefferson, AR
ThP 412 Quantification of Letrozole and Genistein in Mouse 
Serum using UPLC-ES/MS-MS; Kellie Woodling;
Mona I. Churchwell; Daniel R. Doerge; Natl. Cen. Tox. 
Res., Jefferson, AR
PHOSPHOPEPTIDE ENRICHEMENT, 413 - 430 
ThP 413 Identification of Phosphorylation Site of an 
Arabidopsis CNGC by a Calcium-Dependent Protein 
Kinase with TiO2 Column Enrichment and Mass 
Spectrometry; Ing-Feng Chang1; David Quilicy2;
Yoshimi Barron2; Jeffrey Harper2; 1Institute of plant 
Biology/National Taiwan U, Taipei, Taiwan; 2University
of Nevada, Reno, Reno, NV
ThP 414 Dynamics of Protein Phosphorylation Induced by 
Oxidative Stress in Mammalian Cells using a New 
On-Line Enrichment Strategy for Phosphopeptide 
Analysis; Yelena Margolin 1; Emily A. Freeman1; Karl 
Mechtler2; William S. Lane3; Bogdan A. Budnik3;
Alexander R. Ivanov1; 1Harvard University, Hsph, 
Boston, MA; 2Imp Research Institute of Mo, Vienna, 
Austria; 3Harvard University, Cambridge, MA
ThP 415 Modified Surface Metal Oxide for Enrichment of 
Phosphopeptides; Ashok K. Shukla1; Mukta M. 
Shukla1; Diane Rutkowski1; Appavu K. Sundaram2;
Vladimir M. Doroshenko2; 1Glygen Corp., Columbia, 
MD; 2MassTech, Inc., Columbia, MD
ThP 416 Phosphopeptide Enrichment and Characterization 
using TiO2 Coated Magnetic Beads Combined with 
MALDI MS-MS and ESI MS-MS; Lei Cheng1; Martin 
R. Larsen1; Sven Andrecht2; Jörg von Hagen2; Ole N. 
Jensen1; 1Univ. Southern Denmark, Odense, Denmark; 
2Merck KGaA, Darmstadt, Germany
ThP 417 Evaluation and Optimization of Phosphoproteomic 
Approaches Combining Selective Metal Oxide-Based 
Enrichment with Peptide Fractionation Methods;
Hye Kyong Kweon; Peter Ulintz; Philip Andrews; 
University of Michigan, Ann Arbor, MI
ThP 418 Optimization of Metal Oxide Resins for Enrichment 
of Phosphorylated Peptides Prior to Mass 
Spectrometric Analyses: Application to the CD34 
Antigen; Matthew B. Gates; Jason G. Williams; Carol S. 
Trempus; Sung-Jen Wei; Maggie M. Humble; Robert M. 
Petrovich; Raymond W. Tennant; Kenneth B. Tomer; 
Leesa J. Deterding; NIEHS, Raleigh, NC
ThP 419 Characterization and Development of Zirconia 
Functionalized MALDI Surfaces Used for in situ
Phosphopeptide Enrichment; Grady Blacken1; Michael 
Volny2; Matthew Diener3; Karl E. Jackson1; Frantisek 
Turecek1; 1University of Washington, Seattle, WA; 
2Purdue University, Lafayette, IN; 3Department of 
Chemistry, Uni, Seattle, WA
ThP 420 Optimization of Elution Conditions for 
Phosphopeptides Captured by Aliphatic Hydroxy 
Acid-Modified Metal Oxide Chromatography 
(HAMMOC); Yutaka Kyono1; Naoyuki Sugiyama2;
Koshi Imami1; Masaru Tomita1; Yasushi Ishihama1;
1Keio Univ. IAB, Tsuruoaka, Japan; 2Human
Metabolome Technologies, Inc., Tsuruoka, Japan
ThP 421 Immobilized Metal Affinity Chromatography 
Revisited: pH/acid Control toward Full Recovery and 
Selectivity in Phosphoproteomics; Chia-Feng Tsai1; Yi 
Ting Wang1; Pei-Yi Lin1; Kuan-Ting Pan2; Kay-hooi 
Khoo3; Yu-Ju Chen1; 1Institute of Chemistry, Academia 
Sinica, Taipei, Taiwan; 2Nrpgm Core Facilities For 
Proteomics, Taipei, Taiwan; 3Ibc, Academia Sinica, 
Taiwan, Taipei, Taiwan
ThP 422 Enrichment of Phosphopeptides using Porous Tin 
Dioxide Microspheres as Affinity Material; Alexander 
Leitner1; Martin Sturm1; Wolfgang Lindner1; Jan-Henrik 
Smått2; Mika Lindén2; 1University of Vienna, Vienna, 
Austria; 2Åbo Akademi University, Turku, Finland
ThP 423 Improved Phosphopeptide Enrichment on Titanium- 
and Zirconium- Dioxide Columns for the Analysis of 
Phosphorylation Sites of Protein Complexes; Michael 
Mazanek2; Goran Mitulovic1; Christoph Stingl2; Otto 
Hudecz2; James Hutchins2; Thomas Köcher 2; Jan-
Michael Peters1; Karl Mechtler2; 1Imba Inst. of Mol. 
Biotech., Vienna, Austria; 2Imp Research Institute of Mo, 
Vienna, Austria
ThP 424 Optimization of Phosphopeptide Enrichment by 
Magnetite Nanoparticles; Yi Huang1; Qihui Shi2; Chia-
Kuang Tsung2; Yanbao Yu1; Ruyun Du3; Pengyuan 
Yang3; Carol E. Parker1; Stuckey Galen D. 2; Xian 
Chen1; 1University of North Carolina, Chapel Hill, NC; 
2University of California, Santa Barbara, CA; 3Fudan
University, Shanghai, China
ThP 425 Selective Extraction and Enrichment of Multi-
Phosphorylated Peptides Prior to MALDI MS 
Analysis; Chih-Che Wu; Department of Applied 
Chemistry, National Chi Nan, Puli, Taiwan
ThP 426 Zirconium Phosphonate–Based Phosphopeptide 
Enrichment on a MALDI Chip; Udo Roth; Karen 
Kowalewski; Christoph Menzel; Christopher Belisle; 
Kerstin Steinert; Qiagen GmbH, Hilden , Germany
ThP 427 Electrostatic Repulsion-Hydrophilic Interaction 
Chromatography (ERLIC) for Specific Enrichment 
and Identification of Phosphopeptides; Goran 
Mitulovic 1; Andrew Alpert2; Karl Mechtler3; 1IMBA
Inst. of Molecular Biotechnology, Vienna, Austria; 
2Polylc Inc., Columbia, MD; 3Imp Research Institute of 
Mo, Vienna, Austria
ThP 428 Phosphopeptide Enrichment Enabled by Free Flow 
Electrophoresis; David Craft1; Sabine Kronbauer2;
Chae Kim1; Craig A Gelfand1; Christoph Eckerskorn2;
Gerhard Weber2; Mikkel Nissum2; 1BD Diagnostics 
PAS, Franklin Lakes, NJ; 2BD Diagnostics, Martinsried, 
Germany
ThP 429 Enrichment of Phosphopeptides by Fe3+-
Immobilized Magnetic Affinity Nano-Particles for 
Phosphoproteome Analysis of Plasma Membrane of 
Mouse Liver; Yangjun Zhang; Feng Tan; Wei Mi; 
Jinglan Wang; Junying Wei; Yun Cai; Xiaohong Qian; 
Beijing Institute of Radiation Medicine, Beijing, China
ThP 430 Optimization of Immobilized Gallium (III) Ion 
Affinity Chromatography for Highly Selective 
Enrichment of Phosphopeptides; Uma K. Aryal;
Douglas JH Olson; Andrew RS Ross; National Research 
Council, Plant Biotechnology Ins, Saskatoon, Canada
PTMs – DEAMINDATION, DISULFIDES, 431 - 449 
ThP 431 Characterization of Novel Oxidation Products of 
Cysteine in an Active Site Motif Of PTP1B;
Vivekananda Shetty1; Thomas Neubert2; 1Immunotope,
Inc., Doylestown, PA; 2Skirball Institute, Nyumc, New 
York, NY
ThP 432 Determination of Disulfide Bond Arrangement of the 
Oligomeric HIV Envelope Protein CON-S gp140 
&Delta;CFI by LC/ESI-FTICR Mass Spectrometry;
Ying Zhang1; Eden P. Go1; Feng Gao2; Sushma Menon1;
Hua-Xin Liao2; Laura L. Sutherland2; S. Munir Alam2;
Barton F. Haynes2; Heather Desaire1; 1University of 
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Kansas, Lawrence, KS; 2Duke Human Vaccine Institute, 
Duke University, Durham, NC
ThP 433 Posttranslational Modifications of a- and ß-tubulin in 
Toxoplasma Gondii; Hui Xiao; Berta Burd; Hongshan 
Zhang; Kami kim; Louis Weiss; Ruth Hogue Angeletti; 
Pascal Verdier-Pinard; Albert Einstein College of 
Medcine, Bronx, NY
ThP 434 Asn Deamidation and Asp Isomerization in 
Calmodulin: Influence of Calcium and pH;
Chunxiang Yao1; Jason J Cournoyer1; Xiaojuan Li1;
Nadezda Sargaeva1; Cheng Lin1; Raman Mathur2; Peter 
B. O'connor1; 1Boston University Medical School, 
Boston, MA; 2Boston University, Boston, MA
ThP 435 Integrating Two Affinity Pull-Down Strategies with 
Mass Spectrometry to Characterize a Novel PTM in 
the Escherichia Coli Ribosomal Protein S12; Michael 
Brad Strader1; Suwako Fujigaki1; Cai Yun Chen1; Nina 
Costantino3; W. Judson Hervey IV2; Anthony J. 
Makusky1; Donald L. Court3; Sanford P. Markey1;
Jeffrey A. Kowalak1; 1National Institute of Mental 
Health, Bethesda, MD; 2University of TN/Oak Ridge 
National Laboratory, Oak Ridge, TN; 3National Cancer 
Institute, Fredrick, MD
ThP 436 Analysis of Levuglandin-Peptide Adducts by LC-MS-
MS: Towards Mapping of Lipid-Protein 
Modifications; Almary Chacon; Valery Yermalitsky; 
Amy Ham; Irene Zagol-Ikapitte; Richard M. Caprioli; 
Olivier Boutaud; John A. Oates; Vanderbilt University, 
Nashville, TN
ThP 437 A Simple Method for the Comprehensive Assignment 
of Disulfide Pairs in Complex Proteins using ECD on 
an LTQ-FT; Benjamin J. Madden; Gennett M. Myhre; 
Christopher J Mason; Federspiel J. Mark; H. Robert 
Bergen, Iii; Mayo Clinic, Rochester, MN
ThP 438 Mass Spectrometry-Based Identification and 
Quantitative Analysis of Post-Translational Cysteine 
Modification; Kuanting Pan1; Chi-Chi Chou1; Yi-Yun 
Chen3; Shu-Yu Lin1; Kay-Hooi Khoo2; 1NRPGM Core 
Facilities for Proteomics, Taipei, Taiwan; 2Institute of 
Biological Chemistry, Academia Sinica, Taipei, Taiwan; 
3National Taiwan University, Taipei, Taiwan
ThP 439 CE-MS as a Detection Scheme for Disulfide-Linked 
Peptides; Brad J. Williams; William K. Russell; David 
H. Russell; Texas A&M University, College Station, TX
ThP 440 A Bead Based Approach for Highly Specific 
Enrichment of Citrulline Containing Peptides; Astrid 
EV Tutturen1; Anders Holm1; Marit Jørgensen2;
Burkhard Fleckenstein1; 1Univ. of Oslo, Oslo, Norway; 
2Rikshospitalet University Hospital, Oslo, Norway
ThP 441 An Improved Method for the Identification of 4-
hydroxy-2-nonenal (HNE) Schiff Base Adducts using 
Data-Dependent and Neutral Loss-Driven MS3 
Acquisition; Navin Rauniyar; Stanley M. Stevens, Jr.; 
Laszlo Prokai; University of North Texas Health Science 
Center, Fort Worth, TX
ThP 442 Assessing the Reaction Profile and Cross-Linking 
Ability of Acrolein Reacted with Peptides Containing 
Varying Nucleophilic Side Chains; Lewis C Jackson;
Marc Knecht; Bert C. Lynn; University of Kentucky, 
Lexington, KY
ThP 443 MS-MS Analysis of Non-tryptic Palmitoylated 
Peptides Show Complex Fragmentation Pathways;
Bernd O. Keller1; Morris A. Kostiuk2; Luc G. 
Berthiaume2; 1University of British Columbia, 
Vancouver, Canada; 2University of Alberta, Edmonton, 
Canada
ThP 444 Mass Spectrometric Characterization of Covalent 
Modification of Human Serum Albumin by a,ß-
Unsaturated Aldehydes; Qingyuan Liu; Scott Gronert; 
Virginia Commonwealth University, Richmond, VA
ThP 445 ECD and IRMPD of Amyloid Beta Protein Fragment 
1-40 and Synthetic Beta-linked Peptides; Nadezda P. 
Sargaeva; Jason J. Cournoyer; Chunxiang Yao; Cheng 
Lin; Peter B. O'Connor; Boston University School of 
Medicine, Boston, MA
ThP 446 A Comprehensive Mass Spectrometry Based 
Platform using Hydrazide-Functionalized Reagents 
for Mapping Sites of Protein Carbonylation; Mikel R. 
Roe; Ladora V. Thompson; Edgar Arriaga; Timothy J. 
Griffin; University of MN, Minneapolis, MN
ThP 447 Determination of Citrullinated Sites of Alpha-
Fibrinogen in Rheumatoid Arthritis Synovial Fluid 
using Immunocapture and Two Dimensional Liquid 
Chromatography Mass Spectrometry; Khue Truong1;
Yunan Miao1; Roger Moore1; Terry Lee2; 1City of hope, 
Duarte, CA; 2Beckman Research Institute, Duarte, CA
ThP 448 Isoaspartomics of Anthrax Vaccine Stability and 
Other Applications; Jason J Cournoyer1; Cheng Lin2;
Peter B. O'connor2; 1Boston University Medical School, 
Boston, MA; 2Boston University, Boston, MA
ThP 449 Affinity Labeling and Mass Spectrometric Detection 
of Į-Aminoadipic and Ȗ-Glutamic Semialdehydes;
Juan Chavez; Claudia Maier; Oregon State University, 
Corvallis, OR
PROTEINS – GENERAL 2, 450 - 465 
ThP 450 Mass Spectrometric Identification of 
Transcobalamin, a Cobalamin-Binding Protein in 
Crude Mitochondrial Fibroblasts from Patients with 
Inborn Errors of B12 Metabolism; Lama Yamani;
Angela Hosack; Brian M. Gilfix; David Watkins; David 
S. Rosenblatt; Bernard Gibbs; McGill University, 
Montreal, Canada
ThP 451 A Proteomics Approach to Understanding Nuclear 
Autoantigenic Sperm Protein (Nasp)'s Role in a 
Nuclear Receptor Regulatory Complex; Richard T. 
Richardson1; Nedyalka N. Dicheva2; Viorel Mocanu2;
Carol E. Parker2; Oleg M. Alekseev1; Xian Chen2;
Michael G. O'Rand1; 1Dept. of Cell & Development 
Biology, UNC, Chapel Hill, NC; 2UNC-Duke Proteomics 
Center, UNC, Chapel Hill, NC
ThP 452 Interaction of Platinum Anti-Cancer Drugs with 
Copper Transport Proteins; Chak M. Sze2; Zhiguang 
Xiao2; Paul S. Donnelly2; George N. Khairallah2;
Richard A. J. O'hair1; Anthony G. Wedd2; 1University of 
Melbourne, Melbourne, Australia; 2Bio21 Institute, the 
University of Melbourne, Melbourne, Australia
ThP 453 High Charge-State Data-Dependent Sequencing of 
Peptides Allows Selective Identification of Disulfide 
Bridges; Scott A. Shaffer; Alexander Scherl; Pragya 
Singh; Kayte Zumberge; Byron Gallis; Yihsuan S. Tsai; 
David R. Goodlett; Univ. of Washington, Seattle, WA
ThP 454 Identification of Transcription Factor Effectors using 
FAC-MS; Ricardo Marti-Arbona; Munehiro Teshima; 
Penelopev Anderson; Pat Unkefer; Clifford Unkefer; Los
Alamos National Laboratory, Los Alamos, NM
ThP 455 New Approaches for Investigating Ribosomal 
Readthrough Control of Gene Expression in Moloney 
Murine Leukemia Virus using High Resolution Mass 
Spectrometry; Arie Hawkins; Daniele Fabris; U. 
Maryland Baltimore County, Baltimore, MD
ThP 456 Structural Characterization of Helicobacter Pylori 
KDO8P Synthase by Electrospray Mass 
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Spectrometry; Zhili Li; Chinese Academy of Medical 
Sciences, Beijing, China
ThP 457 Comprehensive Proteomic Characterization of 
S.Aureus Phages 80alpha and SaPI1; Anton Poliakov1;
Jenny Chang1; Michael Spilman1; Terje Dokland1; Gail 
Christie2; James Mobley1; 1University of Alabama at 
Birmingham, Birmingham, AL; 2Virginia Commonwelth 
University, Richmond, Virginia
ThP 458 Identification of Novel Protein Interactions in the 
eIF4B-RNA Complex by Tandem Affinity 
Purification using a Chimeric Construct of His-
eIF4B-Flag; David Shahbazian; David Blank; Nahum 
Sonenberg; Bernard Gibbs; McGill University, Montreal, 
Canada
ThP 459 Aging, Disease and the Insolubleome:  Identification 
of SDS-Insoluble Proteins in Disease and Aging 
Models from Multiple Organisms by Mass 
Spectrometry; Emily A. Gaman; Pedro Rodrigues; 
Aaron W. Miller; Silvestre Alavez; John P. Miller; Birgit 
Schilling; Lisa M. Ellerby; Gordon J. Lithgow; Robert E. 
Hughes; Bradford W. Gibson; Buck Institute for Age 
Research, Novato, CA
ThP 460 Development of Mass Spectrometry Protein 
Standards using Sequence-Validated Human Open 
Reading Frames; Thomas Beardslee 2; Mahbod R. 
Hajivandi1; Thomas Chappell1; Gavin Meredith1; R. 
Marshall Pope1; Paul Predki1; Alexander Bell3;
1Invitrogen, Carlsbad, CA; 2Invitrogen Corporation, 
Carlsbad, CA; 3McGill University, Toronto, Canada
ThP 461 Identification of Differentially Expressed Proteins in 
Dendritic Cells Pulsed by Chlamydia Trachomatis by 
Two-Dimensional Differential Gel Electrophoresis;
Dongxia Wang1; Yiming Ye1; Carolyn Black1; Joseph 
Igietseme1; Qing He2; 1Centers of Disease Control and 
Prevention (CDC), Atlanta, GA; 2Morehouse School of 
Medicine, Atlanta, GA
ThP 462 Complete Characterization of Complex Proteins on 
Chips; Catherine Mulligan; Bernard Gibbs; McGill
University, Montreal, Canada
ThP 463 Peptide Mapping Suggests that the Biological 
Activity of Celastrol, a Natural Quinone Methide 
Triterpene, is Thiol-Specific; Anna-Karin Svensson1;
Lada Klaic1; Christopher D'Angelo1; Adam Lucas2;
Richard B. Silverman1; Richard I. Morimoto1;
1Northwestern University, Chicago, IL; 2The Chicago 
Biomedical Consortium/Northwestern Uni, Evanston, IL
ThP 464 Characterization of 5-hydroxyeicosanoid 
Dehydrogenase in the Regulation of 5-oxo-6,8,11,14-
eicosatetraenoic Synthesis; Gail Grant; David Blank; 
William S. Powell; Bernard Gibbs; McGill University, 
Montreal, Canada
ThP 465 Top-Down Sequence Analysis of Antibody LC and Fc 
Fragments by an Ion-mobility Time-of-Flight Mass 
Spectrometer; Weibin Chen1; Carola W.N. Dame2;
Asish Chakraborty1; Siqun Huang1; John Gebler1;
1Waters Corporation, Milford, MA; 2Department of 
Pharmacy & Pharmacology, The Netherlands Cancer 
In, The Netherlands
PROTEINS:  RECOMBINANT, 466 - 490 
ThP 466 Detailed Annotation of Qualitative Differences in 
Recombinant Protein Samples by Top-Down LC-
MALDI-reISD – A QC Exercise; Anja Resemann; 
Cole Zimmerman; Detlev Suckau; Bruker Daltonics, 
Bremen, Germany
ThP 467 Analysis of Low-Abundant Sequence Variants using 
LC-MS-MS Peptide Mapping and Mascot Error 
Tolerant Search; Yi Yang1; Viswanatham Katta2;
Boyan Zhang3; 1Genentech, Inc, South San Francisco, 
CA; 2Genentech Inc., S. San Francisco, CA; 3Genentech,
Inc., South San Francisco, CA
ThP 468 Performance of an Affinity Mass Spectrometric 
Method for Characterizing Antibody Drug 
Conjugates in Plasma; Luna Liu; Keyang Xu; Helga 
Raab; Jagath R. Junutula; Surinder Kaur; Genentech,
Inc., South San Francisco, CA
ThP 469 Use of Mass Spectrometry to Help Drive the Design 
of a Biopharmaceutical Drug Candidate from 
Inception into Early Development; Jennifer F. 
Nemeth; Catherine Gress; Tracy Spinka-Doms; Chichi 
Huang; Vedrana Stojanovic-Susulic; Centocor R&D, 
Radnor, PA
ThP 470 Optimizing the On-Line Mass Spectrometric Analysis 
of Immunoconjugates; Galahad U. Deperalta1; Chien 
Lee2; Charity Bechtel2; Victor Ling2; 1Genentech, S. San 
Francisco, CA; 2Genentech, Inc., S. San Francisco, CA
ThP 471 LC-MS Methods for the Analysis of Glycation in IgG 
Molecules; Nicole L Stackhouse; David Hambly; Bruce 
A Kerwin; Michael J Treuheit; Himanshu S Gadgil; 
Amgen, Seattle, WA
ThP 472 Software Tools for Screening Protein Sequence 
Variants in Monoclonal Antibodies; Louisette Basa1;
Darren Brown2; Bao-jen Shyong1; Rodney Keck1;
1Genentech, Inc., So. San Francisco, CA; 2Genentech,
Inc., Oceanside, CA
ThP 473 Mass Spectrometric Determination of Disulfide 
Linkages in Recombinant Proteins Using On-line LC-
MS with Electron Transfer Dissociation; Shiaw-Lin 
Wu; Haitao Jiang; Qiaozhen Lu; Shujia Dai; William 
Hancock; Barry L. Karger; Northeastern University, 
Boston, MA
ThP 474 Pharmacokinetic Study of Protein Drugs in Human 
Serum using an Optimized Sample Handling 
Procedure with LC-MS Approach; Qiaozhen (Cheryl) 
Lu; Shiaw-Lin Wu; William S. Hancock; Northeastern
University, Boston, MA
ThP 475 Isomerization at the Hinge Aspartate is a Major 
Degradant in IgG1 Antibodies under Accelerated 
Stress Conditions; David Hambly; Joanna Scavezze; 
Christine Siska; Douglas Banks; Bruce Kerwin; 
Himanshu Gadgil; Amgen Inc., Seattle, WA
ThP 476 Growth Time Dependent Proteomic Profiling of 
Corynebacterium Glutamicum Performed in 
Different Growth Media Allows Optimizing an 
Alternative Protein Expression System; Eberhard 
Durr; Julie Zorman; Susanne Secore; Loren Schultz; 
Joseph Joyce; Annaliesa Anderson; Michael Caulfield; 
Merck & Co; MRL Vaccines Basic Research, West 
Point, PA
ThP 477 Middle-Down LC-MS Characterizations of 
Monoclonal IgG Antibodies; Jason L. Richardson;
Robert Hong; Tamer Eris; Zhongqi Zhang; Amgen, inc., 
Thousand Oaks, CA
ThP 478 LC-MS-MS Peptide Map Optimization for a 
Conjugated Antibody; Timothy K. Slattery; Ola M. 
Saad; Jakub Baudys; Surinder Kaur; Genentech, Inc., 
South San Francisco, CA
ThP 479 Characterizing Glycosylation Patterns in 
Recombinant IgG2/4 Monoclonal Antibodies through 
a Directed Approach Combining Fluorescence 
HPLC, MALDI-ToF-MS, and LC-MS and MS-MS;
Adam W. Lucka; Rekha Patel; Christine Nowak; Bruce 
Andrien; Alexion Pharmaceuticals, Cheshire, CT
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ThP 480 MALDI/TOF MS Analysis of PEG and PEGylated 
Proteins; Yunping Huang; Anulfo Valdez; Barbara 
Twarowska; Reb Russell; Michael Grace; Mei Lin; 
Bristol-Myers Squibb Company, Pennington, NJ
ThP 481 In vivo and in vitro Expression of Stable-Isotope 
Labeled Clinical Proteins for Application as Mass 
Spectral-Based Reference Method Internal 
Standards; Johanna E. Camara; Faith A. Hays; Nathan 
G. Dodder; Prasad T. Reddy; Illarion V. Turko; David 
M. Bunk; NIST, Gaithersburg, MD
ThP 482 Ligand Binding-Mass Spectrometry Methods for 
Understanding Macromolecular Drug 
Biotransformation and Impact on Immunoassay 
Quantification; Michael Hall1; Jean W Lee2; 1Amgen,
Thousand Oaks, CA; 2Amgen, Inc, Thousand Oaks, CA
ThP 483 Deamidation of the Fc Portion of a Recombinant 
Monoclonal Antibody; Sandipan Sinha1; Lei Zhang1;
Todd D. Williams2; Josef Vlasak3; Roxana Ionescu3;
Elizabeth M. Topp1; 1University of Kansas, Lawrence, 
KS; 2Mass Spectrometry Laboratory, Lawrence, KS; 
3Merck Research Laboratories, Inc., West Point, PA
ThP 484 Pepsin Digestion for LC-MS-MS Peptide Mapping of 
a Trypsin Resistant Antibody; Timothy K. Slattery;
Ola M. Saad; Surinder Kaur; Genentech, Inc., South San 
Francisco, CA
ThP 485 Profiling Cell Culture Media via LC-MS and 
Multivariate Statistical Analysis; Catalin Doneanu;
Weibin Chen; Ignatius Kass; John Gebler; Waters 
Corporation, Milford, MA
ThP 486 Rapid Characterization of Intact Therapeutic 
Proteins by Top-down Mass Spectrometry; Jennifer 
Zhang; Viswanatham Katta; Genentech Inc., South San 
Francisco, CA
ThP 487 Targeted LC-MS-MS Characterizes a Recombinant 
Fusion-Protein Therapeutic:  Confirmation and 
Quantification of Sequence Heterogeneity and Low-
Frequency Post-Translational Modifications;
Matthew Champion 1; Leah Luna2; 1Applied Biosystems, 
Foster City, CA; 2Centers for Disease Control, Atlanta, 
GA
ThP 488 Investigation of Decreased Antigen Binding Observed 
in the Cell Culture Development of a Monoclonal 
Antibody; Ping Hu; Aston Liu; Leonard Olszewski; 
GlaxoSmithKline, King of Prussia, PA
ThP 489 Comparison of Glycosylation Profiles across Host 
Cells and Cell Lines for Multiple IgG-Based 
Therapeutic Proteins using High Resolution Mass 
Spectrometry; Steven C. Pomerantz; Jennifer F. 
Nemeth; Centocor Research and Development, Radnor, 
PA
ThP 490 Structural Elucidation of the MBP (Maltose Binding 
Protein) C-termini from Fusion Proteins in Pichia 
pastoris Expression System; Zhiguo Li1; Wilson 
Leung2; Joan Lin-Cereghino2; Geoffrey Lin-Cereghino2;
Andreas Franz1; 1Department of Chemistry, University of 
The Pacific, Stockton, CA; 2Depart of Bio Sci, University 
of the Pacific, Stockton, CA
PROTEIN CONFORMATION HD EXCHANGE 2, 491 - 508 
ThP 491 Hydrogen/Deuterium Exchange: Electrospray 
Ionization Mass Spectrometry for Probing Structural 
Changes in Proteins upon Microwave Irradiation;
Urooj A. Mirza; Birendra N. Pramanik; Ajay K. Bose; 
Schering Plough Institute, Kenilworth, NJ
ThP 492 HD Desktop: A Web Based Software Application for 
Rapid Analysis and Visualization of Hydrogen 
Exchange Mass Spectra; Bruce D. Pascal; Michael J. 
Chalmers; Scott A. Busby; Patrick R. Griffin; The 
Scripps Research Institute, Jupiter, FL
ThP 493 Recent Advances in UPLC for Hydrogen Exchange 
Mass Spectrometry: High-Speed & High-Resolution 
Separations at Zero Degrees Celsius; Thomas E. 
Wales1; Keith Fadgen2; Geoff Gerhardt2; John R. 
Engen1; 1Northeastern University, Boston, MA; 2Waters 
Corporation, Milford, MA
ThP 494 Extension of a SUPREX with Protease Digestion 
Protocol to Multimeric Proteins; Ying Xu1; Michael C. 
Fitzgerald2; 1Department of Chemistry, Duke University, 
Durham, NC; 2Duke University, Durham, NC
ThP 495 Control of Back Exchange and Experimental 
Reproducibility for the Detection of Protein 
Conformational Changes by Hydrogen Exchange 
Mass Spectrometry; William I Burkitt; Gavin 
O'Connor; LGC, London, UK
ThP 496 Mass Spectrometric Method to Determine pKa 
Values of Individual Histidine Residues in Proteins;
Masaru Miyagi1; Takashi Nakazawa2; 1Case Western 
Reserve Univers, Cleveland, OH; 2Nara Women's 
University, Nara, Japan
ThP 497 Reduced Labeling and its Benefits for HDX-MS 
Protocols; Andrew J. Percy; Gordon W. Slysz; David C. 
Schriemer; University of Calgary, Calgary, Canada
ThP 498 Conformer Structures of Gaseous Protein Ions from 
Deuteration Effects on Infrared Photodissociation 
Spectra; Xianglei Kong1; Giuseppe Infusini2; Cheng 
Lin2; Honghai Jiang1; Kathrin Breuker3; Fred W. 
McLafferty1; 1Cornell University, Ithaca, NY; 2Boston U 
School of Medicine, Boston, MA; 3University of 
Innsbruck, Innsbruck, Austria
ThP 499 Gas Phase H/D Exchange of Hemoglobin Monomers, 
Dimers and Tetramers; P. John Wright; Donald J. 
Douglas; University of British Columbia, Vancouver, BC
ThP 500 Comparing Peloruside and Laulimalide Induced 
Microtubule Stabilization using HDX and Data-
Directed Ligand Docking; Torin Huzil2; Jack 
Tuszynski2; Melissa Bennett1; David Schriemer1;
1University of Calgary, Calgary, Canada; 2University of 
Alberta, Edmonton, Canada
ThP 501 Effects of RPLC Separation Conditions on Back-
Exchange in Solution-Phase Hydrogen/Deuterium 
Exchange Mass Spectrometry; George M. Bou-Assaf 
1; Mark R. Emmett2; Alan G. Marshall2; 1Florida State 
University, Tallahassee, FL; 2Ion Cyclotron Resonance 
Program, NHMFL, Tallahassee, FL
ThP 502 Can ETD Accurately Measure the H/D Exchange of 
Individual Residues in Proteins? – A Study of the 
Amyloidogenic Protein ß-2-microglobulin; Kasper D. 
Rand; Martin Zehl; Ole N. Jensen; Thomas J.D. 
Jørgensen; University of Southern Denmark, Odense, 
Denmark
ThP 503 Software for the Semi-Automated Analysis of 
MALDI-TOF-Generated Hydrogen Deuterium 
Exchange (HDX) Data; Pornpat Nikamanon; Elroy 
Pun; Wayne Chou; Marek Daniel Koter; Paul David 
Gershon; University of California, Irvine, CA
ThP 504 HYDRA: A Flexible Software Package for ‘One-
Click’ HDX-MS Data Analysis; Gordon W. Slysz; CJ 
Baker; Benjamin M. Bozsa; Anthony Dang; David C. 
Schriemer; University of Calgary, Calgary, Canada
ThP 505 Measurement of Protein Structure and Folding 
Differences Associated with Systematic Mutations of 
the Protein Staphylococcal Nuclease using HX-
HPLC-ESI-MS; Rohana Liyanage; Nagarjuna 
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Devarapalli; Latisha M. Puckett; Jennifer Gidden; 
Wesely E. Stites; Jackson O. Lay, Jr.; University of 
Arkansas, Department of Chemistry, Fayetteville, AR
ThP 506 Dual Protease On-line Digestion for High Density 
Protein Mapping of Large Proteins in 
Hydrogen/Deuterium Exchange Mass Spectrometry;
Susan L. Chen1; Virgil Woods, Jr. 2; Roland S. Annan1;
1GlaxoSmithKline, King of Prussia, PA; 2University of 
California, La Jolla, CA
ThP 507 Implementing HDX-MS Data in Directed Docking 
Applications:  Rationalizing Amplitude with MD 
Simulations; Evan Kelly; Melissa Bennett; Gordon 
Slysz; Andrew Percy; Hiroaki Ishida; Hans Vogel; 
David Schriemer; University of Calgary, Calgary, 
Canada
ThP 508 Using IM-MS and HDX-MS to Study Native Protein 
Conformations; Hannah Florance1; Peter Faull1; Jason 
Kalapothakis1; Bryan J. McCullough2; Ted R. Hupp1;
Perdita Barran1; 1The University of Edinburgh, 
Edinburgh, UK; 2The Universtiy of Manchester, 
Manchester, UK
PROTEINS – GENERAL, METHODS, 509 - 516 
ThP 509 A New Polyacrylamide Gel System Based on an 
Alternative Crosslinker for Proteomic Research;
Sandra Bornemann; Michael Karas; Johann Wolfgang 
Goethe-University, Frankfurt, Germany
ThP 510 The Specificity of Pepsin for Proteolytic Digestion 
and MS Applications; Melissa H. Palashoff1; Martha 
Stapels2; Keith Fadgen2; John R. Engen1; 1Northeastern
University, Brighton, MA; 2Waters Corporation, 
Milford, MA
ThP 511 Capillary Gradient Chromatofocusing-Mass 
Spectrometry using Low Buffer Concentrations in 
the Analysis of Proteins; James A Hribar; Xiang Zhou; 
David Anderson; Cleveland State Univ., Cleveland, OH
ThP 512 Assessing Free Cysteines and Open Disulfides in an 
Albumin Fusion Protein by Ellman’s Reaction with 
Mass Spectrometry; Andrea Meeler; Human Genome 
Sciences, Inc., Rockville, MD
ThP 513 Characterization of Covalently Bound Agonists of 
Kappa-Opioid Receptors By Mass  Spectrometric 
Analysis; Feng Yan1; Viorel Mocanu3; Ruslan V. 
Bikbulatov2; Jordan K. Zjawiony2; Xian Chen3; Bryan 
Roth3; 1Case Western Reserve University, Cleveland, 
OH; 2University of Mississippi, University, MS; 
3University of North Carolina, Chapel Hill, NC
ThP 514 High Pressure Trypsin Digestion of Proteins for 
Proteomic Analysis; Shane A. Wyatt; Timothy R. 
Croley; Commonwealth of Virginia, Richmond, VA
ThP 515 An Approach for Quantifying the Digestion 
Efficiency of Hemoglobin by LC-MS; Adrienne K. 
Barry; Maria Ospina; Hubert Vesper; Centers for 
Disease Control and Prevention, Atlanta, GA
ThP 516 Analysis of Efficiency of Microwave-Assisted 
Enzymatic Digestion of Proteins; Anton Karnoup;
Krishnamoorthy Kuppannan; Scott Young; The Dow 
Chemical Company, Midland, MI
PROTEOMICS:  BIOMARKDER ASSAYS 2, 517 - 532 
ThP 517 Discovery of Biomarkers in Cutaneous Leishmaniasis 
Patients; Momar Ndao; Manfred Fussi; Christine 
Straccini; Brian . Ward; Bernard Gibbs; McGill
University, Montreal, Canada
ThP 518 Finding the Needle: Accurate Inclusion Mass 
Screening for Biomarker Triage and Assay 
Development; Jacob D. Jaffe; Hasmik Keshishian; Terri 
Addona; Michael Gillette; Steven A. Carr; Broad
Institute, Cambridge, MA
ThP 519 High Sensitivity Nano-LC-MS-MS Analysis of 
Urinary Hydroxylysylpyridinoline and 
Lysylpyridinoline as Measurement of Collagen 
Turnover; Michel Boutin1; Marjo Jauhiainen1; Bateman 
Kevin2; Pierre Thibault1; 1IRIC, University of Montreal, 
Montreal, Canada; 2Merck Frosst Center for 
Therapeutic Research, Kirkland, Canada
ThP 520 Targeted Protein Expression Profiling using MRM: 
Genetic vs. Environmental Variation of Plasma 
Protein Levels using a Twin Cohort; Christie L 
Hunter1; Veronica Saenz-Vash3; Marjorie Minkoff1;
Steven A Carr3; Leigh Anderson2; 1Applied Biosystems, 
Foster City, CA; 2the Plasma Proteome Institute, 
Washington, DC; 3Broad Institute, Cambridge, MA
ThP 521 Single Reaction Monitoring (SRM) of Pro-Alpha (2) 1 
Collagen:  Validation of a Novel Biomarker of Uro-
Genital Complications from Diabetes; Kathleen C 
Lundberg1; George Christ2; Janna Kiselar1; Daniela 
Schlatzer1; Mark Chance1; 1Case Western Reserve 
University, Cleveland, OH; 2Wake Forest Universtiy 
School of Medicine, Winston-Salem, NC
ThP 522 Differential Proteomic Profiling of Serum Samples 
from Rheumatoid Arthritis Patients by Two-Step 
Abundant Protein Depletion; Shanhua Lin; Hua Lin; 
Melissa Chen; Jing Wang; Erika Price; Jaya Kothule; 
Sophia Chen; Chris Becker; Ppd Biomarker Discovery 
Sciences, Menlo Park, CA
ThP 523 Biological Reference Materials for Proteomics: 
Tandem Mass Tag-Labeled Reference Materials and 
Their Utility for Mass Spectrometry-Based 
Multipoint Calibration and Quantification; Peter 
Schulz-Knappe1; Christian Baumann1; Josef Schwarz1;
Jürgen Schäfer1; Ian Pike3; Malcolm Ward3; Karsten 
Kuhn1; Frank Vitzthum2; 1Proteome Sciences R&D 
GmbH Co.KG, Frankfurt, Germany; 2Dade Behring 
Marburg GmbH, Marburg, Germany; 3Proteome
Sciences Plc,, Cobham, UK
ThP 524 Reproducibility of MRM-Based Assays for 
Quantitative Verification of Candidate Protein 
Biomarkers in Plasma: an Interlaboratory Study;
Terri Addona1; Stephen Hall2; Steven J. Skates3; David 
Bunk4; CPTAC Verification Work Group5; 1Broad
Institute of MIT and Harvard, Cambridge, MA; 
2University of California San Francisco, San Francisco, 
CA; 3Massachusetts General Hospital, Boston, MA; 
4Nist, Gaithersburg, MD; 5National Cancer Institute, 
Bethesda, MD
ThP 525 Developing SISCAPA-MRM-MS Biomarker 
Verification Technology Including a Comparison 
between Rabbit Polyclonal, Mouse Monoclonal, and 
Rabbit Monoclonal Antibodies; Regine M. 
Schoenherr; Li-Chia Feng; Lei Zhao; Jeffrey R. 
Whiteaker; Amanda G. Paulovich; Fred Hutchinson 
Cancer Research Center, Seattle, WA
ThP 526 Improving the Sensitivity of LC-MS-MS Assays for 
Low Abundance Protein Biomarkers: Bridging the 
Gap with ELISA; Lee W. Ott1; Michael J. Berna1; Gary 
A. Valaskovic3; Bradley L. Ackermann 2; 1Eli Lilly and 
Company, Greenfield, IN; 2Eli Lilly & Company, 
Greenfield, IN; 3New Objective, Inc., Woburn, MA
ThP 527 Global MRM MS-Based Assays for FFPE Cancer 
Tissues using In-Sample Internal Standards;
Toshihide Nishimura5; Masaharu Nomura5; Hiroko 
Endo1; Sumie Ando2; Kiyonaga Fujii4; Yasuhiko 
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Bando1; Hiromasa Tojo3; Ryutaro Nishiyama6; Takashi 
Hirano5; Kouichi Yoshida5; David Krizman7; Harubumi 
Kato5; 1Biosys Technologies, Tokyo, Japan; 2Applied
Biosystems Japan, Tokyo, Japan; 3Osaka University, 
Osaka, Japan; 4Hokkaido University, Sapporo, Japan; 
5Tokyo Medical University, Tokyo, Japan; 6Leica 
Microsystems Japan, Tokyo, Japan; 7Expression
Pathology, Gaithersburg, MD
ThP 528 Signal Amplifications of Biological Events on 
Biosurfaces with Am-Tag; Jung Rok Lee1; Ju Hee 
Lee2; Kwang Pyo Kim1; Hyung Soon Park3; Woon Seok 
Yeo2; 1Molecular Biotechnology, Konkuk University, 
Seoul, South Korea; 2Bioscience and Biotechnology, 
Konkuk University, Seoul, South Korea; 3Probiond,
Seoul, South Korea
ThP 529 Protein Expression Identifies Pseudallescheria Boydii 
Fungal Infection; Michaela Therova-Smetkova2; Jan 
Nedved1; David Vydra2; Dalibor Dolezal2; Marta 
Dziechciarkova2; Vladimir Havlicek1; Marian Hajduch2;
1MBU AV CR, Praha, Czech Republic; 2Laboratory of 
Experimental Medicine, Olomouc, Czech Republic
ThP 530 Urinary Proteome in Kidney Disease and Transplant 
Rejection; Gary Nelsestuen; Stephen Harvey; Matthew 
Stone; Yan Zhang; Sanjeev Akkina; Hassan Ibrahim; 
William Oetting; University of Minnesota, Minneapolis, 
MN
ThP 531 Evaluation of Strategies for High Sensitivity Protein 
Monitoring in Human Plasma using Liquid 
Chromatography-Multiple Reaction 
Monitoring/Mass Spectrometry (LC-MRM/MS);
Richard C. Jones1; David L. Allen1; Sandy Schultz1;
Isabel Riba Garcia2; Simon J. Gaskell2; Michael R. 
Pisano1; 1NextGen Sciences, Ann Arbor, MI; 2University
of Manchester, Manchester, UK
ThP 532 Antibody Characterization for the Development of a 
Standardized Immunoassay for Human Cardiac 
Troponin I; Mark S. Lowenthal; Nathan G. Dodder; 
Hua-Jun He; Kenneth D. Cole; David M. Bunk; Lili 
Wang; National Institute of Standards and Technology, 
Gaithersburg, MD
PROTEOMICS:  APPLICATIONS, 549 - 587 
ThP 549 Investigation of Interaction between CDK Inhibitor 
ZK243919 and Human Pyridoxal Kinase (PDXK) by 
Chemical Proteomics and Further in vitro
Experiments; Enrico Missner; Inke Bahr; Volker 
Badock; Peter Donner; Bayer HealthCare 
Pharmaceuticals, Berlin, Germany
ThP 550 Evaluating the Molecular Architecture of the Rpd3-
Sin3 Histone Deacetylase Complex using Complex 
Based Proteomic Data; Joshua M. Gilmore1; Mihaela E 
Sardiu1; Michael J. Carrozza2; Bing Li1; Jerry L. 
Workman1; Amber L. Mosley1; Laurence Florens1;
Michael P. Washburn1; 1Stowers Institute for Medical 
Research, Kansas City, MO; 2NIH, Reasech Triangle 
Park, NC
ThP 551 Stable Isotope Labeling and LC-MS Analysis of 
Proteins Secreted by Activated Pancreatic Stellate 
Cells; Angela Y Wehr1; Kenneth Yu1; Ian A. Blair2;
1University of Pennsylvania, Philadelphia, PA; 2Univ. of 
Penn/Center For Can, Philadelphia, PA
ThP 552 Top-Down Analysis of Histones using FFE and RP-
HPLC on Monolithic Capillary Columns and FT-
ICR MS; Evert-Jan Sneekes1; Jun Han3; Monica Elliot3;
Juan Ausio3; Remco Swart1; Albert J.R. Heck2;
Christoph Borchers3; 1Dionex Corporation Amsterdam, 
Amsterdam, Netherlands; 2Utrecht 
University/Netherlands Proteomics Centre, Utrecht, 
Netherlands; 3Uvic-gbc Proteomics Centre, Victoria, BC
ThP 553 Oxygen Isotope Substitution of Pre-Existing Peptidyl 
Phosphates for Analysis of Phosphotyrosinyl 
Proteomes; Yu Shi; Bekim Bajrami; Selina A. Osei; 
Xudong Yao; Chemistry Department, University of 
Connecticut, Storrs, CT
ThP 554 Non-Tagged Peptidomics Combined with Systems 
Biology Yields Novel Insights into the World of 
Cystic Fibrosis; Senait G. Asmellash1; Jennifer S. 
Guimbellot1; Gregory J. Bowersock1; Carol A. 
Ballinger1; Edward M. Postlethwait1; Eric J. Sorscher1;
Hector Ramos2; Rong J. Qi3; Joseph D. Shambaugh3;
James A. Mobley1; 1University of Alabama at 
Birmingham, Birmingham, AL; 2Institute of Systems 
Biology, Seattle, WA; 3Genedata Inc., Waltham, MA
ThP 555 The Proteome of Arabidopsis Thaliana Analyzed by 
Electron Transfer Dissociation; Kai Scheffler1; Martin 
Hornshaw2; Bernd Mueller3; 1Thermo Fisher Scientific, 
Dreieich, Germany; 2Thermo Fisher Scientific, Hemel 
Hempstead, UK; 3Dept. of Biology, Ludwig- 
Maximilians-University, Munich, Germany
ThP 556 Measuring Protein Synthesis as Part of Proteomics 
Study on Pancreas Cancer Cell Proliferation;
Yingchun Zhao1; Wai-Nang Paul Lee2; Shu Lim2; Jing 
Xiao1; Robert R. Recker1; Gary Guishan Xiao1;
1Creighton University, Omaha, NE; 2Mass Spectrometry 
Core Facility, Pediatrics, Torrance, CA
ThP 557 Investigating the Effect of Oxidative Stress on the 
Human 26S Proteasome Complex using LTQ-
Orbitrap Mass Spectrometer; Xiaorong Wang; Nelson 
Jen; Lan Huang; Departments of Physiology & 
Biophysics and Develo, Irvine, CA
ThP 558 Analytical Strategies for Characterisation and 
Quantitation of Zinc-Binding Proteins by 2D-LC 
coupled to ICP-MS, ESI-Q-TOF-MS and MALDI-
TOF-TOF-MS; Lidia K. Siemieniako1; Josephine 
Bunch1; Alison Graham1; Cameron W. Mcleod1; Robert 
Poole1; Donna Potts2; 1The University of Sheffield, 
Sheffield, UK; 2Applied Biosystems, Warrington, UK
ThP 559 Proteomic Analysis of Activin-Dependent Follistatin 
Transcription in Gonadotrope-Derived aT3-1 Cells;
Karsten Schmidt; Amy L. Blount; Wylie W. Vale; 
Wolfgang H. Fischer; Louise M. Bilezikjian; The Salk 
Institute, La Jolla, CA
ThP 560 Application of LTQ-Orbitrap Top-Down Analysis of 
Small Plasma Proteins: A Model Study with 
Transthyretin; Roger Theberge; Mark E. Mccomb; 
Weiwei Tong; Giuseppe Infusini; Catherine E. Costello; 
Boston U School of Med, Boston, MA
ThP 561 Label-Free Relative Quantitation of Developmentally 
Expressed Soluble Proteins in the Ripening Fruit of 
Citrus Sinensis; Richard A. Eigenheer; Mario Fon; 
Ehud Katz; Eduardo Blumwald; Brett S. Phinney; UC
Davis, Davis, CA
ThP 562 A High-Coverage Approach for Human Urine 
Proteome: Touching Phosphorylation in Urine; Qing-
Run Li; Ke-Xin Fan; Jie Dai; Rong-Xia Li; Rong Zeng; 
Shanghai Institutes for Biological Sciences, Shanghai, 
China
ThP 563 In vivo Proteomics in Drosophila Melanogaster by 
Tandem Affinity Purification of Protein Complexes 
and Analysis by Protein Center & Trade Software;
Johanna S Rees 1; Svenja Hester1; Julie A Howard1;
Daniel J St. Johnston1; Morten Bern2; Kathryn S Lilley1;
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1University of Cambridge, Cambridge, UK; 2Proxeon,
Odense M, Denmark
ThP 564 Characterization of VGLUT-1 and VGAT Specific 
Subpopulations of Synaptic Vesicles by Stable 
Isotope Labeling; Mads Gronborg1; Dietmar Riedel2;
Henning Urlaub3; Reinhard Jahn1; 1Department of 
Neurobiology, MPI bpc, Göttingen, Germany; 
2Laboratory of Electron Microscopy, MPI bpc, 
Göttingen, Germany; 3Bioanalytical Mass Spectrometry 
Group, MPI bpc, Göttingen, Germany
ThP 565 Absolute Quantification of Plasma Glycoproteins by 
Multiple Reaction Monitoring Mass Spectrometry of 
Proteotypic Peptides for Breast Cancer Biomarker 
Discovery; Simon Letarte1; Jingchun Chen1; Mi-youn 
Brusniak1; Emma Nimeus2; Hamid Mirzaei1; Vinzenz 
Lange3; John Didion1; Nichole King1; Carey Sheu1;
Bruno Domon3; Julian D Watts1; Ruedi Aebersold1;
1Institute for Systems Biology, Seattle, WA; 2University
hospital, Lund, Sweden; 3ETH, Zurich, Switzerland
ThP 566 Proteomics Characterization of Bacillus Ralstonia 
Pickettii from Endothelial Cell Line by 2D Protein 
SEC-RP HPLC and Mass Spectrometry; Wantao 
Ying; Claire Dauly; Nicolas Clavreul; David H. 
Perlman; Richard A. Cohen; Catherine E. Costello; Mark 
E. Mccomb; Boston University School of Medicine, 
Boston, MA
ThP 567 Amplification of Pathological Differences of Diseases 
using Biochemical and Bioinformatical Approaches;
Gregory Czerwieniec; Carla Guimaraes; Yiannis 
Ioannou; Rong Wang; Mount Sinai School of Med, New 
York, NY
ThP 568 Proteome Analysis of Yeast using Gel Eluted Liquid 
Fraction Entrapment Electrophoresis – A Solution-
Phase Method for Mass Separation and Analysis;
John C. Tran; Alan A. Doucette; Dalhousie University, 
Halifax, NS
ThP 569 Optimizing the Characterization of Extracellular 
Matrix Proteins using Ultrasonic Assisted In-Solution 
Tryptic Digestion; Lauren A. Kiemele1; Aarthi 
Shankar1; Pepper Schedin1; Kirk Hansen2; 1UCHSC, 
Aurora, CO; 2Univ. of Colorado HSC, Aurora, CO
ThP 570 Mass Spectral Analysis of Influenza Vaccine 
Formulations: Hemagglutinin Quantitation; Terry D. 
Cyr; Marybeth Cameron; Jeremy Brazeau; Health
Canada, Ottawa, Canada
ThP 571 Analysis of Viral Capsid HK97 via Cryodetection 
MALDI TOF in the MegaDalton Mass Range; David 
M. Sipe1; Abdil Ozdemir3; Brian Firek2; Roger 
Hendrix2; Mark E. Bier 1; 1Carnegie Mellon University, 
Pittsburgh, PA; 2Univerity of Pittsburgh, Pittsburgh, PA; 
3Sakarya University, Sakarya, Turkey
ThP 572 The Yeast Nuclear Proteome: Composition and 
Complexes; Sharon Gauci Versteeg1; Liesbeth M 
Veenhoff2; Albert J. R. Heck1; Jeroen Krijgsveld1;
1Utrecht University, Utrecht, Netherlands; 2University of 
Groningen, Groningen, Netherlands
ThP 573 SILAC-labeling of Human Embryonic Stem Cells for 
Quantitative Proteomics; Tatyana A. Prokhorova; 
Kristoffer T. G. Rigbolt; Pia T. Johansen; Irina 
Kratchmarova; Moustapha Kassem; Blagoy Blagoev;
University of Southern Denmark, Odense, Denmark
ThP 574 Iterative Exclusion (IE)-MS Analysis: Uncovering the 
Hidden Proteome; Sean C Bendall1; Chris Hughes1;
Mick Bhatia2; Gilles Lajoie 1; 1University of Western 
Ontario, London, ON; 2McMaster University, Hamilton, 
Canada
ThP 575 Using Label-Free Quantification to Assess Sample 
Preparation: Application to Protein Expression 
Dynamics of Marek’s Disease Viral Infection; Mialy 
F. Ramaroson; Kevin Blackburn; Hsiao-Ching S. Liu; 
Michael B. Goshe; NC State University, Raleigh, NC
ThP 576 A Novel Cytomegalovirus Protein Interacts with the 
Histone Deacetylase-Containing NuRD Complex to 
Alter Cellular Gene Expression and Promote Virus 
Replication; Ileana M. Cristea1; Scott S. Terhune2;
Nathaniel J. Moorman1; Michael P. Rout3; Thomas 
Shenk1; Brian T. Chait3; 1Princeton University, 
Princeton, NJ; 2Medical College of Wisconsin, 
Milwauke, WI; 3Rockefeller University, New York, NY
ThP 577 Quantitating CNS-derived Apolipoprotein E 
Isoforms using Bottom-Up Proteomics; Kristin R 
Wildsmith; Karen R Browning; Kwasi G Mawuenyega; 
Alan E Davis; R. Reid Townsend; Randall J Bateman; 
Washington Univ. School of Medicine, Saint Louis, MO
ThP 578 A Two-Phased Targeted Proteomic Approach 
Allowing Testing of Thousands of Biomarker 
Candidates; Liming Hou1; ChenWei Lin1; Alexei 
Krasnoselsky1; Mary Trute1; Jeffrey R. Whiteaker1;
Regine M. Schoenherr1; Li-Chia Feng1; Karen S. Kelly-
Spratt1; Sharon Pitteri1; Ted Holzman1; Philip Gafken1;
Lisa A. Jones1; Jason M. Hogan1; Samir Hanash1; Martin 
McIntosh1; Christopher J. Kemp1; Dan Martin2; Peter 
Nelson1; Amanda Paulovich1; 1Fred Hutchinson Cancer 
Research Center, Seattle, WA; 2Institute for Systems 
Biology, Seattle, WA
ThP 579 Use of Peptide Analog Diversity Library Beads for 
Increased Depth of Proteomic Analysis; Application 
to Cerebrospinal Fluid; Kevin S. Shores2; D. Gomika 
Udugamasooriya3; Thomas Kodadek3; Daniel R. 
Knapp1; 1Medical University of SC, Charleston, SC; 
2University of Texas, Austin, TX; 3University of Texas 
Southwestern Med. Ctr., Dallas, Tx
ThP 580 Identification of Tranilast-Binding Proteins from 
Mouse Xenograft Model with Human and Mouse 
Genome Sequence Information; Masayuki Haramura;
Noriyuki Inomata; Takashi Shinkawa; Kohji Nagano; 
Chugai Pharmaceutical, Kamakura, Japan
ThP 581 Depletion Effect of High-Abundance Urine Proteins 
for Detecting Markers of Bladder Cancer in Urine by 
Quantitative Mass Spectrometry; Yi-Ting Chen1;
Meng-Chieh Chen1; Chi-De Chen1; Yulun Chiu1; Chien-
Lun Chen2; 1Chang Gung University, Taoyuan, Taiwan; 
2Chang Gung Memorial Hospital, Taoyuan, Taiwan
ThP 582 Revealing the HIV-1-Host Interactome; Yang Luo1;
Ileana M. Cristea2; Michael Rout1; Brian Chait1; Mark 
Muesing3; 1The Rockefeller University, New York, NY; 
2Princeton University, Princeton, NJ; 3Aaron Diamond 
AIDS Research Center, New York, NY
ThP 583 Identification of Thioredoxin Targets using a 
Quantitative Proteomics Approach Based on Isotope-
Coded Affinity Tags and LC-MS-MS; Per M 
Hagglund1; Jakob Bunkenborg2; Kenji Maeda1; Christine 
Finnie1; Birte Svensson1; 1Technical University of 
Denmark, Kgs Lyngby, Denmark; 2Cebi, University of 
Southern Denmark, Odense, Denmark
ThP 584 Efficient Profiling of Nuclear Proteins in Mouse 
Embryonic Stem Cell; Lu Yu; Mercedes Pardo; Sajani 
Swamy; Peri Tate; Jyoti Choudhary; Wellcome Trust 
Sanger Institute, Cambridge, UK
ThP 585 Proteome Alteration Induced by hTERT 
Transfection of Human Fibroblast Cells; Gabriel 
Mazzucchelli1; Valerie Gabelica1; Nicolas Smargiasso1;
Page S138 56th ASMS Conference on Mass Spectrometry 
THURSDAY POSTERS 
Maximilien Fléron1; Wilson Ashimwe1; Frederic Rosu1;
Marie-claire Gillet1; Jean-François Riou2; Edwin De 
Pauw3; 1University of Liege, Liege, Belgium; 2Museum
National d'Histoire Naturelle, Paris, FR; 3Liege 
University, Liege, Belgium
ThP 586 Identifying Cell Surface Glycoproteins using 
Hydrazide Chemistry in Combination with 2D-
LC/ESI-MS-MS; Claudia A. McDonald; Jane Y. Yang; 
Arthur Arcinas; Ten-Yang Yen; Bruce A. Macher; San
Francisco State University, San Francisco, CA
ThP 587 Characterization of Glia using Direct Single-Cell 
MALDI-TOF MS Analysis; Ann Knolhoff; Ping Yin; 
Larry Millet; Martha Gillette; Jonathan Sweedler; 
University of Illinois, Urbana, IL
PROTEOMICS:  BIOMARKER DISCOVERY 4, 588 - 606 
ThP 588 Plasma Proteome Profiling of a Mouse Model of 
Breast Cancer Identifies a Panel of Candidate 
Markers Potentially Applicable to Human; Sharon 
Pitteri; Vitor M Faca; Karen S. Kelly-Spratt; A. Erik 
Kasarda; Hong Wang; Qing Zhang; Lisa Newcomb; 
Sophie Paczesny; Sandra Pereira Faca; Gina Choi; 
Alexei Krasnoselsky; Matthew Fitzgibbon; Martin 
Mcintosh; Christopher J. Kemp; Samir Hanash; Fred
Hutchinson Cancer Research Center, Seattle, WA
ThP 589 Discovery and Independent Validation of Plasma 
Biomarkers for Renal Carcinoma; Chuck Hannum1;
Cedric L. Wiesner1; Robert Dubridge1; John C. 
Cheville2; Robert Figlin3; Karen Reckamp3; Chris 
Becker4; Sushmita Roy4; Jordan Hiller1; Keith Wilson1;
1PDL BioPharma, Fremont, CA; 2Mayo Clinic, 
Rochester, MN; 3City of Hope National Medical Center, 
Duarte, CA; 4PPD Biomarker Discovery Sciences, LLC, 
Menlo Park, CA
ThP 590 Utility of Depletion in MRM Assays; Mahbod R. 
Hajivandi; Xiquan Liang; Paul Predki; R. Marshall 
Pope; Invitrogen, Carlsbad, CA
ThP 591 Proteomic Analysis of Sjögren’s Syndrome and 
MALT Lymphoma; Jiang Jiang; Shen Hu; David T. 
Wong; University of California Los Angeles, Los 
Angeles, CA
ThP 592 LC/ESIMS Analysis of Desmosine and Isodesmosine - 
Biomarkers for Chronic Obstructive Pulmonary 
Disease (COPD); Shuren Ma2; Jiangtao He3; Seymour 
Lieberman1; Gerard M Turino1; Yong Lin1;
1St.Luke/Roosevelt Hospital Center, New York, NY; 
2Roosevelt Hospital, New York, NY; 3Columbia
University, New York, NY
ThP 593 Sensitization of B-CLL Lymphocytes – Quest for a 
Protein Marker. Which Mass Spectrometry 
Quantitative Technique Will Give the Answer?;
David Potesil1; Sona Cejkova2; Ludmila Rocnova2;
Martin Trbusek2; Zbynek Zdrahal1; Jan Havlis1; 1Faculty
of Science, Masaryk University, Brno, Czech Republic; 
2University Hospital Brno, Brno, Czech Republic
ThP 594 Profiling Mouse Brain Protein Abundance and 
Oxidative Modification Changes in a Neurotoxin-
Induced Parkinson’s Disease Model; Xu Zhang1; Mark 
H Chin2; Athena A Schepmoes1; Vladislav A Petyuk1;
Dave J. Anderson1; David G Camp1; Desmond J. Smith2;
Richard D. Smith1; Weijun Qian1; 1Pacific Northwest 
National Lab, Richland, WA; 2UCLA, Los Angeles, CA
ThP 595 Evaluation of Urine as a Source Material for 
Biomarker Discovery and Verification; Eric Thomas;
Wei Guan; Rebecca Sutphen; John Koomen; H. Lee 
Moffitt Cancer Center, Tampa, FL
ThP 596 Characterization of in vitro Lung Cancer Secretome 
and a Comparison with Differentially Expressed 
Plasma Proteins from Lung Cancer Patients; Dan 
Huang12; Timothy Britt Langston3; Willie J. McKinney3;
Gaurav S.J.B. Rana3; Jason W. Flora3; 1Clearpoint,
Richmond, Virginia; 2Clearpoint, Richmond, v; 3Philip
Morris USA, Richmond, Virginia
ThP 597 Identification of Platelet Factor-4 as an Indicator of 
Blood Count Recovery in Acute Myeloid Leukemia 
Patients in Complete Remission; Jin Young Kim 1;
Hoi-Jeong Lim3; Ho-Jun Song3; Jae Seong Kim4;
Hyeoung-Joon Kim4; Myung-Geun Shin4; Jong Shin 
Yoo2; John Yates1; Seung-won Lee4; 1The Scripps 
Research Institute, La Jolla, CA; 2Korea Basic Science 
Institute, Ochang, Korea; 3Chonnam National University 
School of Dentistry, Gwangju, Korea; 4Chonnam
National University Medical School, Gwangju, Korea
ThP 598 Altered Membrane Proteomic Signature in Human 
Colorectal Cancer Revealed by Label-free 
Quantitation Strategy; Chien-Peng Wu1; Pei-Yi Lin2;
Chih-Wei Chien2; Chia-Li Han2; Chih-Chiang Tsou3;
Ting-Yi Sung3; Wen-Lian Hsu3; Yu-Ju Chen2; 1National
Taiwan Ocean University, Keelung, Taiwan; 2Institute of 
Chemistry, Academia Sinica, Taipei, Taiwan; 3Institute
of Information Science, Academia Sinica, Taipei, Taiwan
ThP 599 A Comparison of Normalization Models for Spectral 
Counting Data; Ann L. Oberg; Douglas W. Mahoney; 
Patrick S. Quint; Jeanette E. Eckel-Passow; Garth D. 
Nelson; Jonathan J. Harrington; Terry M. Therneau; 
David A. Ahlquist; H. Robert Bergen, III; Mayo Clinic, 
Rochester, MN
ThP 600 Discovery of Protein Disease Biomarkers for 
Schizophrenia in Serum using Label-Free NanoLC-
MSE Validated using ELISA; Yishai Levin 1; Lan 
Wang1; Emanuel Schwarz1; F. Markus Leweke2; Sabine 
Bahn1; 1Institute of Biotechnology University of 
Cambridge, Cambridge, UK; 2University of Cologne, 
Cologne, Germany
ThP 601 Unraveling Secrets of the Secretome: Approaches to 
Identifying Secreted Lung Cancer Proteins during 
Epithelial to Mesenchymal Transition (EMT); Pratik 
Jagtap; Jayson A. Falkner; George Michailidis; Angela 
Walker; Eric Simon; Gilbert Omenn; Venkateshwar 
Keshamouni; Philip Andrews; University of Michigan, 
Ann Arbor, MI
ThP 602 Performance and Optimization of LC-MS-MS 
Platforms for Proteomic Analyses: An 
Interlaboratory Study; Daniel C. Liebler1; Amanda 
Paulovich2; Amy-joan L. Ham1; David Tabb3; Lisa 
Zimmerman3; Dean Billheimer4; David Bunk5; Stephen 
Stein5; Paul Rudnick5; Cliff Speigelman6; Karl R. 
Clauser7; Ron Blackman7; Chris Kinsinger8; CPTAC 
Discovery Work Group8; 1Vanderbilt Univ. School of 
Medicine, Nashville, TN; 2Fred Hutchinson Cancer 
Resea, Seattle, WA; 3Vanderbilt University, Nashville, 
TN; 4University of Utah, Salt Lake City, UT; 5NIST,
Gaithersburg, MD; 6Texas A&M University, College 
Station, TX; 7Broad Institute of Mit And Harvard, 
Boston, MA; 8National Cancer Institute, Bethesda, MD
ThP 603 Proteomic Analysis of Mouse Plasma Proteins in 
Huntington’s Disease by Multidimensional 
Chromatography Coupled with Mass Spectrometry;
Xiaoyun Liu; Benjamin R. Miller; George V. Rebec; 
David E. Clemmer; Indiana University, Bloomington, IN
ThP 604 Two-Dimensional Protein and Peptide Separation of 
Serum by Preparative Monolith Chromatography for 
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Biomarker Research; Linda IJsselstijn; Deborah 
Kronenberg; Peter J Koudstaal; Monique M B Breteler; 
Peter A E Sillevis Smit; Theo M Luider; Erasmus
Medical Center, Rotterdam, Netherlands
ThP 605 Serum Protein Biomarker Discovery in Genetically 
Engineered Mouse Models of Pancreatic Cancer via 
HTP MD-Fractionation and LC-MS(MS) 2; Kyoko 
Kojima; Gregory J. Bowersock; John D. Christein; 
Christopher A. Klug; James A. Mobley; University of 
Alabama At Birmingham, Birmingham, AL
ThP 606 Secreted Proteins of Malignant Breast Cells 
Coordinate Angiogenesis through ECM Degradation;
Xiquan Liang; Jarkko Huuskonen; Mahbod R. 
Hajivandi; Paul Predki; R. Marshall Pope; Invitrogen,
Carlsbad, CA
PROTEOMICS - TISSUE, 607 - 628 
ThP 607 Application of Difference In-Gel Electrophoresis and 
MALDI-ToF/ToF Mass Spectrometry to Assess 
Hypoxia-Induced Changes in the Zebrafish Skeletal 
Muscle Proteome; Kan Chen; Richard B. Cole; Bernard 
B. Rees; University of New Orleans, New Orleans, LA
ThP 608 Large-Scale Quantitative Proteomic Analysis of Skin 
Biopsy Samples to Assess the Effects of SDS-Induced 
Erythema; Erika P Parkinson1; Paul J Skipp1; Andrew 
Garrow2; Maja Aleksic 2; Daniel J. Scott2; Geraldine 
Clough1; C. David O'Connor1; 1Univ. of Southampton, 
Southampton, UK; 2Unilever, Bedford, UK
ThP 609 A Comparison of Multi-Dimensional Approaches for 
Enhanced Proteomic Analyses of FFPE Tissues; Paul 
L Auger JR; Wen Yu; Dan Fitzpatrick; Mike Davis; 
Scott D. Patterson; Amgen, Thousand Oaks, CA
ThP 610 Proteomics and Phosphoproteomics of Human 
Skeletal Muscle Mitochondria using Phosphopeptide 
Enrichment and Tandem Mass Spectrometry; Xiaolu 
Zhao1; Kurt Højlund3; Martin Mogensen2; Ole 
Nørregaard Jensen1; 1Uni. of Southern Denmark, Dept. 
of BMB, Odense, Denmark; 2Uni. of Southern Denmark, 
Inst. Sport Science, Odense, Denmark; 3Odense Uni. 
Hospital, Diabetes Research Centre, Odense, Denmark
ThP 611 A Comprehensive Look at the Proteome Profile of 
Zebrafish (Danio rerio) Gill; Andrea G. De Souza;
Tyson J. MacCormack; Greg G. Goss; Liang Li; 
University of Alberta, Edmonton, Canada
ThP 612 Application of Laser Capture Microdissection 
Analysis for CNS Circadian Studies: A Powerful Tool 
for Proteomic Research; Ronald A. Miller; Merck, 
West Point, PA
ThP 613 Proteomic Characterization of the Gut Microbiomes 
of Gnotobiotic Mice after Colonization with Single or 
Dual Bacterial Strains; Alison Russell1; Nathan C. 
Verberkmoes1; Manesh Shah1; Michael Mahowald2;
Jeffrey Gordon2; Robert Hettich1; 1Oak Ridge National 
Laboratory, Oak Ridge, TN; 2Center for Genome 
Sciences, Washington University, St. Louis, MO
ThP 614 MALDI-MS Analysis of Whole Collagens and Their 
Cyanogen Bromide-Peptides to Study the Network of 
Fibrillar-Forming Collagens I, III, and V; Werner 
Henkel; Klaus Dreisewerd; Andreas Rohlfing; 
University of Muenster, Muenster, Germany
ThP 615 Characterization of Matrix Effects in Complex 
Human Cardiac Tissue using Multiple Reaction 
Monitoring; Kelli Kline1; Henrick Horita 1; Michael J. 
Maccoss2; Christine Wu1; 1University of Colorado, 
Aurora, CO; 2University of Washington, Seattle, WA
ThP 616 Complete 2D Gel Mapping of Human Brain Samples 
from Vanishing White Matter (VWM) Patients;
Bhushan Kulkarni; Adeline Vanderver; Yetrib Hathout; 
Kristy J. Brown; Asako Takanohashi; Children's 
National Medical Center, Washington, DC
ThP 617 Tandem Mass Spectrometry Analysis of Fibrils from 
Tissue Deposits in a Patient with Primary Amyloid 
Disease; Zhenning Hong; Giuseppe Infusini; Roger 
Theberge; Amareth Lim; Tatiana Prokaeva; Lawreen H 
Connors; Martha Skinner; Catherine E. Costello; Boston
University School of Medicine, Boston, MA
ThP 618 Comprehensive Proteome Mapping of Escherichia 
Coli by LC-ESI MS-MS Combined with Sequential 
Protein Precipitation and Solubilization; Xiaoxia Ye;
Nan Wang; Joel Weiner; Liang Li; Department of 
Chemistry, University of Alberta, Edmonton, Alberta, 
Canada
ThP 619 The Peptidomics of Pancreas; Karl Skold1; Mats G 
Borén1; Marcus Svensson1; Celiné Fernandes3; Mikhail 
Savitski2; Roman Zubarev2; Per E. Andren2; Peter 
James3; 1Denator AB, R&D, Uppsala, Sweden; 2Uppsala
University, Uppsala, Sweden; 3Lund University, Lund, 
Sweden
ThP 620 Time Dependent Proteomic Variations in Tissue 
Specimens by Matrix-Assisted Desoption Ionization 
Mass Spectrometry; Pierre Chaurand; Joey C. Latham; 
Kirk B. Lane; Shannon Cornett; Richard M. Caprioli; 
Vanderbilt University, Nashville, TN
ThP 621 Proteome Measurements towards Understanding 
Parkinson’s Disease Utilizing Drosophila Models;
Zhiyin Xun; Thomas C. Kaufman; David E. Clemmer; 
Indiana University, Bloomington, IN
ThP 622 On Tissue Fractionation: Unmasking Difficult 
Proteins for MALDI Profiling; David Bonnel; Julien 
Franck; Mohamed El Ayed; Maxence Wisztorski; 
Michel Salzet; Isabelle Fournier; MALDI Imaging Team, 
University of Lille, Villeneuve d'Ascq, France
ThP 623 Analysis of Corneal Proteins from the Epithelium 
and Endothelium of Mature Rabbit Cornea using 
Shotgun Proteomics; Mitchell Meade; Pavel Shiyanov; 
John J Schlager; AFRL, Wright Patterson AFB, OH
ThP 624 Identification and Quantification of Post-Synaptic 
Density Proteins in Human Postmortem Tissue;
Matthew L Macdonald1; Anamika Banerjee1; Zi-Ping 
Nie1; Colin G. Barry2; Chang-Gyu Hahn1; Ian A. Blair2;
1University of Pennsylvania, Philadelphia, PA; 2Univ. of 
Penn/Center for Can, Philadelphia, PA
ThP 625 Proteomics Analysis Identified Molecular Signatures 
for Diabetes Mellitus Associated Erectile 
Dysfunction; Elizabeth H Yohannes1; Jinsook Chang1;
Kelvin P Davies2; Mark Chance1; 1Case Western 
Reserve University, Cleveland , OH; 2Albert Einstein 
College of Medicine, Bronx, NY
ThP 626 Quantitative Proteomics of Stem Cells by SILAC and 
Label-Free Methods; Johannes Graumann 1; Nina 
Hubner1; Jeong Beom Kim2; Kinarm Ko2; Chanchal 
Kumar1; Markus Moser1; Juergen Cox1; Hans Schoeler2;
Matthias Mann1; 1Max Planck Institute For 
Biochemistry, Martinsried, Germany; 2Max Planck 
Institute for Molecular Biomedicine, Muenster, Germany
ThP 627 Statistically Quantitative Survey of Human Serum 
Proteome Associated with Type 2 Diabetes; Rong-Xia 
Li1; Hai-Bing Chen2; Jie Dai1; Wei-Ping Jia2; Jia-Rui 
Wu1; RONG ZENG1; 1Shanghai Institutes for Biological 
Sciences, Shanghai, China; 2Shanghai Diabetes 
Institute, Shanghai, China
ThP 628 Protein Profiling of Intestinal Tumors in ApcMin/+ 
Mouse; Wenhong Zhu; Changming Fang; Yoshinobu 
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Igarashi; Jeffrey W. Smith; The Burnham Institute, La 
Jolla, CA
BIOINFORMATICS 4, 629 - 651 
ThP 629 An Automation Tool for Building NIST Library of 
Peptide Ion Fragmentation Spectra; Qian Dong; Jeri 
Roth; Yuri Mirokhin; Paul Rudnick; Stephen Stein; 
NIST, Gaithersburg, MD
ThP 630 GelKeys-2D: Web-Based LIMS for 2D Gel Image 
Storage, Markup, and Sharing; Kip L Bodi1; James 
West2; David H. Perlman2; Mark E. McComb2;
Catherine E. Costello2; David C. Seldin1; 1Amyloid
Treatment and Research Program, Boston, MA; 
2Cardiovascular Proteomics Center, BUSM, Boston, MA
ThP 631 De Novo Sequencing of Cyclic  Peptides; Pavel 
Pevzner1; Nuno Bandeira2; Julio Ng1; Dario Meluzzi1;
Roger Linington3; Pieter Dorrestein4; 1UCSD, La Jolla, 
CA; 2University of California,, La Jolla, CA; 3UCSC, 
Santa Cruz, CA; 4Scaggs School of Pharmacy, UCSD, 
La Jolla, CA
ThP 632 Colander: A Probability-Based Support Vector 
Machine-Learning Algorithm for Automatic 
Screening of CID Phosphospectra Prior to Database 
Search; Bingwen Lu; Cristian I. Ruse; John R. Yates; 
The Scripps Research Inst, La Jolla, CA
ThP 633 Identifying Phenotype Relevant Protein Structural 
Variations by Mass Spectrometry using Statistical 
Learning Approaches; Zheng Li1; Catherine E. 
Costello2; Mark E. Mccomb2; 1Boston University, 
Biomedical Engineering, Boston, MA; 2Boston
University Med. School, CPC, Boston, MA
ThP 634 Census: A Tool for Quantitative Analysis of Complex 
Peptide Mixtures via Stable Isotope Labeling or 
Differential LC-MS; Sung Kyu Park 1; John Venable2;
Tao Xu1; John Yates1; 1The Scripps Research Institute, 
La Jolla, CA; 2Genomics Institute For The Novartis 
Research Found, San Diego, CA
ThP 635 Incorporating Theoretical Intensity Prediction 
Information of Tandem MS Spectra is an Imperative 
for Eukaryotic Proteomics; Chandra Narasimhan1;
Edward C. Uberbacher2; 1UT-ORNL Genome Science & 
Tech., Oak Ridge , TN; 2Oak Ridge National Lab, Oak 
Ridge, TN
ThP 636 Algorithm for Identification of Fusion Proteins via 
Mass Spectrometry; Julio Ng; Pavel Pevzner; 
University of California, San Diego, La Jolla, CA
ThP 637 Confident Identification of Over Ten Thousand de
novo Sequence Tags from Shotgun Proteomic Data 
using High-Resolution Orbitrap Tandem Mass 
Spectrometry; Chongle Pan; Byung H. Park; W. Hayes 
Mcdonald; Nathan C. VerBerkmoes; Robert L. Hettich; 
Nagiza F. Samatova; Oak Ridge National Lab, Oak 
Ridge, TN
ThP 638 Optimal Statistical Significance Determination for 
iTRAQ Quantification Profiles; Marc Kirchner1;
Bernhard Y. Renard1; Flavio Monigatti2; Fred 
Hamprecht1; Judith Steen2; Hanno Steen2; 1University of 
Heidelberg, Heidelberg, Germany; 2Children's Hospital 
Boston/Harvard Medical School, Boston, MA
ThP 639 MRMer: An Interactive Open-Source and Cross-
Platform System for Data Extraction and 
Visualization of Multiple Reaction Monitoring 
Experiments; Daniel Martin 2; Ted Holzman1; Damon 
May1; Amelia C Peterson1; Jimmy Eng3; Ashley 
Eastham2; Martin Mcintosh1; 1Fred Hutchinson Cancer 
Research Center, Seattle, WA; 2Institute for Systems 
Biology, Seattle, WA; 3Univ. of Washington, Seattle, WA
ThP 640 Computational Methods for Probing Bio-molecular 
Structures using Protein Footprinting; Parminder 
Kaur; J. K. Amisha Kamal; Mark R. Chance; Case
Western Reserve University, Cleveland, OH
ThP 641 Nonparametric Estimation of Posterior Error 
Probabilities Associated with Peptides Identified by 
Tandem Mass Spectrometry; Lukas Käll; John D. 
Storey; William Stafford Noble; University of 
Washington, Seattle, WA
ThP 642 Statistical Calibration of Peptide-Spectrum Score 
Functions; Aaron Klammer; Christopher Park; Michael 
J. Maccoss; William Noble; University of Washington, 
Seattle, WA
ThP 643 Spectral Clustering and LC-MS Alignment Increase 
Annotation Rate of Tandem Mass Spectra from 
Shotgun Proteomic Data; Lars Malmstroem; David R. 
Goodlett; University of Washington, Seattle, WA
ThP 644 Spectral Dictionaries: Integrating de novo Peptide 
Sequencing with Database Search of Tandem Mass 
Spectra; Sangtae Kim; Nitin Gupta; Nuno Bandeira; 
Pavel Pevzner; University of California, San Diego, La 
Jolla, CA
ThP 645 Unique Software for High-Throughput Top-Down 
and Middle-Down Protein Identification and 
Characterization; Neil L. Kelleher1; Leonid 
Zamdborg1; Shannee Babai1; Michael Boyne1; Jonathan 
Ferguson1; Craig Wenger3; Richard Leduc2; 1University
of Illinois, Urbana, IL; 2Washington University in St. 
Louis, St. Louis, MO; 3Abbott, Lake Bluff, IL
ThP 646 Improved Sequence Tag Generation Algorithm for 
Peptide Identification in Tandem Mass-spectrometry;
Xia Cao; Alexey I. Nesvizhskii; University of Michigan, 
Ann Arbor, MI
ThP 647 Identification of Biochemical Pathway Activity using 
Mass Spectrometry and Probabilistic Methods;
Theodore J Larson Freeman1; Brook Nunn1; Eric J. 
Foss2; Soyoung Ryu1; David R. Goodlett1; 1University of 
Washington, Seattle, WA; 2University of Washington and 
Fred Hutchinson Cancer Research Center, Seattle, WA
ThP 648 Novel Scoring Function Improves Homology 
Searches using MS-MS de novo Sequencing Results;
Bin Ma2; Denis Yuen1; 1University of Waterloo, 
Waterloo, ON, Canada; 2University of Western Ontario, 
London, Canada
ThP 649 Stability of Hierarchical Clusters: Enumerative 
Strategies for Linkage and Distance Metric 
Optimization for Biomarker List Analysis; Peter 
Leopold; BioAnalyte Inc., Portland, ME
ThP 650 Significance Analysis of Spectral Counts for 
Differential Expression in Label-Free Proteomics;
Hyungwon Choi; Damian Fermin; Alexey I. 
Nesvizhskii; University of Michigan, Ann Arbor, MI
ThP 651 High Throughput Software Designed for Glycan 
Biomarker Discovery in Serum Incorporating 
Deisotoping, Calibration and Spectra Quality 
Control; Scott R. Kronewitter1; Maria Lorna de Leoz1;
Hyun Joo An1; Suzanne Miyamoto2; Kit S. Lam2; Helen 
K. Chew2; Gary S. Leiserowitz2; Carlito B. Lebrilla1;
1UC Davis, Davis, CA; 2UC Davis Cancer Center, 
Sacramento, CA
